WO 01/47944 PCTAISO0/35498 
<400> 3-638 

aaaaaaaaaa aotaaaacaa acacfctaagt agagttttgt aaatacaact g SI 

<210> 3639 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936393 
<400> 3639 

ctttagggag gtgagaacct ccttgcatat gccctacctt aatctgagct 50 

<210> 3640 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43947963 
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<400> 3640 

agcacagaga ctggggaggg gttgaccccc actccagaac accaatacct c 51 

• 

<210> 3641 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> tnisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947963 
<400> 3641 

atatcctacg gggaagggta ggggaoca£g gccagccctg gcfccctaofcg 5C 
<210> 3642 
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<2ll> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)...<26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949150 
<400> 3642 

ctgtctggag gggctgaggc ttcggctcgg gaggctgaag caggaggcag 50 

<210> 3643 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 3644 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43964911 
<400> 3644 . 

tagctcacag gtgagggggt ttagggcccc tctagggagc gcctgaggcc a 51 

<210> 3645 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg4 3 949150 



<400> 3643 

tgtctggagg ggctgaggct tcggctcggg aggctgaagc aggaggcagg 



50 



<220> 
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<221> allele 
<222> <26) ... (0) 

<223> single nutcleoti<ie polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980727 
<400> 3645 

cctcactcca gcacactcag ccaggggcct ggcaagatga cacatttcct g 51 

<210> 3646 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44023800 
<400> 3646 

ccagacagac gaggcccggg aagggcagcc caggggactg gggtctctcc t 51 

<210> 3647 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957585 
<400> 3647 

ccacagacag gcctagtatg gctacagtac cgtatataaa agacaattgc t 51 

<210> 3648 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979984 
<400> 3648 

ttaactttgg acaacttaaa acttaotagt gacafctgotg tctaa-taatc a 51 

<210> 3-649 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001797 
<400> 3*49 

gcgcctgcag cacgttgcct ccaggcccag cctcccagaa gcctcagagc 50 

<210> 3650 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001797 
<:400> 3650 

tgtctgtcaa ttgcaatgcc tggggcaagc caggccagtg gacttgtgtg 50 

<210> 3651 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg44001797 
<400> 3651 

atgggcttgt ggaagggagg catgcgccgc cagcatgcat gccaggggtc 50 

<210> 3652 
<211> 50 
<212> DNA 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2« 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001797 
<400> 3652 

aaagtgaacg tactgagacc gaoagacagc aagaaggcat titgcacattt 

<210> 3653 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (25) . . . (26) 

<22 3> Nucleotide deleted between bases 2 5 and 2*6 

<22X> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg425S5863 
<400> 3653 

ggagaggagc cccatgccca gcctgctgag eccgagattc gctoctcocc 

<210> 3654 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42716880 
<400> 3654 

gcagtttggg ggtgggggao aaagaocccc teoagctcct aaaotgggtc 

<210> 3-6S5 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 917942 
<400> 3655 

agatagcgag atctaaatct ctgccaaaaa aaaaaaaaaa acttaaaaat t 51 

<210> 3656 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22X> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917942 
<400> 3656 

agatagcgag atctaaatct ctgccaaaaa aaaaaaaaac ttaaaaatta 50 

<210> 3657 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mise_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917942 
<:400> 3657 

aaatctctgc caaaaaaaaa aaaaacttaa aaattaaaaa cacaaagagc 50 

<210> 3658 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . i0) 

<223> single nucleotide polymorphism 
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<221> mi-sc_£eature 
<222> (25)...t26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__feature 
<222> (0) ... (0) 

<223> Accession number og43917942 
<400> 3658 

ctcccgccct ggctcagctc ocgcgocccg cccgtccccc ctcccaggac 



<210> 3659 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and &6 

m 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg43927434 
<400> 3659 

tctttttaag gcaaagcacc cgcagtcaag ccccgccccg tcccocagcc 



<210> 3660 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 975166 



<400> 3660 

ccgctgctgc tgggaaagac agcagtcttg gcgcgfcccca caat-cctgcg c 

<210> 3661 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> <0) . . . (0) 

<223> Accession number cg43982840 
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<=400> 3661 

attactgaag gaaatagaaa actatattac aagtagaaca gccatagaca a 51 

<210> 3662 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number og44022290 
<400> 3662 

agagggggcc tccccctgag gcccccattg gccccctccc aggtatccaa g 51 

<210> 3663 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919691 
<400> 3663 

aacgtctagg ggtgaggggc tgtggctcca gtcggcccca cagcctttga 50 

<210> 3664 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919691 
<400> 3664 

acgtctaggg gtgaggggct gtggctccag tcggccccac agcctttgag SO 

<210> 3665 
<211> 50 
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<2i2> dna 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919€91 



<400> 3665 

actcggcggt ggcccggggc tgcgccagga tagtgtttat caaatgtgac 

<210> 3666 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919691 



<400> 3666 

ctcggcggtg gcccggggct gcgccaggat agtgtttatc aaatgtgaca 

<210> 3667 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43919691 



<400> 3667 

ttgtctctca tggcttctct cggagctacc ggaagfctggg cctggataac g 

<210> 3668 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



1=040 

1NSDOCID: <WO 01 47944 A2J_> 



WO 01/47944 



PCT7US00/35498 



<222> (2€) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 919691 
<400> 3668 

tttttttttt tttttttttt ttttttccgg gcaccaacgt tggttttaat g 51 

<210> 3669 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921004 
<400> 3669 

agatgtcaca aattatagcg gcacctgttc agatttaggg tgagtttctg a 51 

<210> 3670 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921598 
<400> 3670 

aaagcacccg tagtagcaaa aacataaaca aataaaactt cccccacatc 50 

<210> 3671 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43958732 
<400> 3671 

tctaaataaa ttgctgtatt gtgctaaatg taaaaaaaaa aaaaaaaaaa a 51 
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<210> 3*672 

,e211> 51 

<212> DHA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958732 
<400> 3672 

aaataaattg ctgtattgtg cttaaagtaa aaaaaaaaaa aaaaaaaaaa a 

<210> 3673 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

* 

<223> Accession number cg43958732 
<400> 3673 

ataaattgct gtattgtgct taatgaaaaa aaaaaaaaaa aaaaaaaaaa a 

<210> 3674 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43317567 
<400> 3674 

ttcatctcac ttccaaattt ggttccaaag cacagtacct aaaaaagttc a 

<210> 3675 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 
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<400> 3675 

atgcttaata cgtgtcggtc atatatagta ttgaattttt actgtatagt a 51 

<210> 3676 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936123 

4 

<400> 3676 

acgctagcac agggcctgcc gcaggcctgg atgcgggcaa cgcaggcgcc 5 0 

<210> 3677 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936220 
<400> 3677 

agtctcactc agaatattta attggtttaa aatgagaaaa tgaatctttt t 51 

<210> 3678 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscjfeature 
<222> (0) . . . i0) 

<223> Accession number cg43959772 
<400> 3678 

aggggtgcgt aggtaatggc gtcggtaocg ctcggtcgct gtggaggggt a 51 

<210> 3679 
<211> 51 
<212> DNA 
<213> Homo 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f -eatur e 
<222> (0) . . . (0) 

<223> Accession number cg43959772 
<400> 3679 

aatatttact agaacaacat ttaaaagtat cgtcggfcocg cagaagcotg g SI 

<210> 3*80 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959772 
<400> 3680 

aggcaagcct ctagataggc ggggcaagcc ctccccgtgc ocaoccfcctt 50 

<210> 3681 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959772 
<400> 3681 

aagcctctag ataggcgggg ccaagcctcc ccgtgcccac octctttccc 50 

<210> 3682 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955358 
<400> 3682 

aaaacaactt gagcctgtgc atataggcat ttacatatga tgaccttgca 50 

<210> 3683 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . 10) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . • (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43955358 
<400> 3683 

tgatgacctt gcatcctata atacagtaat tgcatactta atatctgtaa 50 

<210> 3684 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955358 
<400> 3684 

cacagaggta acaatgacat ttgcctacta gacacagtag ttcaagacat a 51 

<210> 3685 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (O) . . . <0) 

<223> Accession number cg43925474 
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<400> 3-685 



•cacagatcaa taocaoebtg acfctggtgac ocagagaatt ctaattagat t 



<210> 3-686 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_ 
<222> (25) . . . (26) 

<223> Nucleotide deleted between 



bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925474 



<400> 3686 

tctctcccaa ttaaaaaaac aagagttttt tgctagcttg acaattfctat 



-50 



<210> 3687 
<211> 50 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925474 



<400> 3687 

cggcttttat aagaaaaaaa aaaaagacga atctgtaatg 



SO 



<210> 3688 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925474 



<400> 3688 

catactttaa tattatgttg gtccatgggg -tatacacatt ttaacaaaag a 



51 



<210> 3689 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925474 
<400> 3689 

atggaaagaa aacaaaacaa gcatcatttc aagaagaaat gaattggata t 51 

<210> 3690 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43973809 
<400> 3690 

ccccaccccc agcctggggg tctgggctgg ggcagggatt gctcagtgga a 51 

<210> 3691 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 973809 
<400> 3691 

gaagcaggac tgggggtctg gcgtgccccc tccctgggcc tccatcaccc c 51 

<210> 3692 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> {25) . . . {2€) 

<223> Nucleotide deleted between bases 25 and 26 
<22l> misc feature 
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<222> (O) . . .iO) 

<223> Accession number «cg43973809 



<400> 3692 

ccgagagtcc aggocttgcc tooccgaocg ccatggaggg ggcagcocgg 



SO 



<210> 3693 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . • . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41S73476 
<400> 3693 

agaataatac tattataagt taggttgaca aatgatgttg atotatogtaag g 51 

<210> 3694 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41573476 
<400> 3694 

ccctcctact caggataaga ctttctaatt ctocggagct gaaaaaggat c 51 

<210> 3695 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41S73476 
<400> 3695 

cctcctactc aggataagac tttcgcattc tccggagctg aaaaaggatc c 51 

<210> 3696 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41573476 
<400> 3696 

ctcctactca ggataagact ttcgatttct ccggagctga aaaaggatcc t 51 

<210> 3697 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41573476 
<400> 3697 

tcctactcag gataagactt tcgaaatctc cggagctgaa aaaggatcct g 51 

<210> 3698 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43117949 
<40O> 3698 

tctgtccacc agctgagaag gacaaagggc ggaaggcagc tgcacagagc a 51 

<210> 3699 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eatur e 
<222> (0) . . . (0) 

<223> Accession number cg43117949 
<400> 3€99 

tatatatgta tata-tatatg gcttttcaat aaccacctaa attttaacaa a 51 

<210> 37O0 
<211> 51 
<212> DNA 
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<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43920702 
<400> 3700 

ggctcttgtc acccactcct aacccctctg cagatttcct ocgggatgct c SI 

<210> 3701 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43920702 
<400> 3701 

gaaactagga tttccaaatt ctggaagcag gactgaagtt atttggggca g 51 

<210> 3702 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> . (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43920702 
<400> 3702 

tttttttttt tttttttttt tttttttttt ttttaacaaa atgtattcat c 51 

<210> 3703 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920702 
<40O> 3703 
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<210> 3704 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> * 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920702 



<400> 3704 

gggctggagg tgggacctgt gctcccttgg gttaagggtg aaacctcagc t 51 

<210> 3705 
c211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 920702 



<400> 3705 

tgggctcaga gttgggggac taaggcggag cctgggtccc cacaagcggt 50 

<210> 3706 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43269831 
<400> 3706 

aagaactgtg gccccaggat aaaaagaata cagtgagaac aaagacctca g 51 

* 

<210> 3707 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . <0) 
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<223> single nucleotide polymorphism 

<221> mi sc_£eatuce 
<222> (0) . . . (0) 

<223> Accession number cg43950650 
<400> 3707 

agtaaaaggg cgttccaagt cttgattttt ttfctttfcttt ttttttagca g SI 

<210> 3708 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4395O650 
<400> 3708 

cttgattttt tttttttttt ttttttagca gtaatagcag caagaateac t 51 

<210> 3709 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979900 
<400> 3709 

tccttcttcc agccacctgg aaaaatgttc acagagagtt atagtggtta c SI 

<210> 3710 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979900 
<400> 3710 

aattaatctg ctaatatcta ttaccacaga aatagtgtta gaggtagttt a 51 

<210> 3711 

<211> 51 

<212> DNA 

<213> Homo sapiens 



1052 



INSDOCtD: <WO 



0147944A2 I > 



WO 01/47944 



PCT/US0D/3S498 



<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979900 
<400> 3711 

atagtgttag aggtagttta ttaaacaggc gtttttaaaa tcatcccact c 51 

<210> 3712 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43979900 
<400> 3712 

gttagaggta gtttattaaa gaggcatttt taaaatcatc ccactcatca t 51 

<210> 3713 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43979900 
<400> 3713 

aaccactgaa tcacacaaca tggacaaatc tcaaatcatt atgctgatgg a 51 

<210> 3714 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43979900 
<400> 3714 

attcctatca atggctgcca acaatcggga gtgaaaggaa ctgactgagc a 51 
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<210> 3715 
<211> -51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...<0) 

<223> Accession number cg4397990O 
<400> 3715 

aaataaatta caoctctata atgttcgttt taaaaaatat ^tagatacatc a 51 

<210> 3716 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . i0) 

<223> Accession number cg43979900 
<400> 3716 

tagctaagcc tatgttagac tcttataaat tcctaaatag fcagaattagt t 51 

<210> 3717 
c211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

c223> Accession number cg43973740 
<400> 3717 

aggtcctgaa ggtgagtgtc cggagtgotg ggtaaaacac atcacaggta 50 

<210> 3718 . 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . .40) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (0) . . . (O) 

<223> Accession number cg44928323 
<400> 3718 

taaaattggt tttgatactc agaaataaca agaatttaat tttttaaatt t 51 

<210> 3719 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> <0) . . . (0) 

<223> Accession number cg44928323 
<400> 3719 

gacttgttaa agaggaaacc aggaattcag tcatgttttt gtcctggata a 51 

<210> 3720 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44928323 
<400> 3720 

atgataactt actgtccttt ccatctgggc ctaaactttg gcagttcctt t 51 

<210> 3721 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide' polymorphism 

<221> misc^feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44026807 
<40O> 3721 

ggaggaagaa gccocgtttc cagggatccg cagcccaggg tagggagaaa 50 
<210> 3722 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960198 
<400> 3722 

cggccgggcc cggggctgag gtcagctcac tgcctgctta tetgcctcttt 

<210> 3723 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg43960198 
<400> 3723 

tgcaaggctg gcagccccca ccccccaccc cccaggccgc cttgagaagc a 

<210> 3724 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960198 
<400> 3724 . 

cccaccccca ccccccaggc cgcctgagaa gcacagttta actcactgcg 

<210> 3725 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43960198 
<400> 3725 

ccaggccgcc ttgagaagca cagttaactc actgcgggct cctgagcctg 50 

<210> 3726 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960198 
<400> 3726 

ggccccatgc ctctcctccc tctctcggca gggccccatc ctgggcagag g 51 

<210> 3727 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960198 
<400> 3727 

tgcctctcct ccctctctgg cagggcccat cctgggcaga ggggcctggg 50 

<210> 3728 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 
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deleted between bases 25 and 2*6 



<221> misc_ 
<222> (0) . . . <0) 

<223> Accession number cg43960198 



<400> 3728 

ctctcctccc tctotggcag ggcocatcct 



-SO 



<210> 3729 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960198 



<400> 3729 

cccatcctgg gcagaggggc ctgggctggg cccagagtcc agccgtccag 



50 



<210> 3730 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
<223 



> \a*>) . . . \\j i 

> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956384 



<400> 3730 

gtacctactg gagccgcaga agggagtcca cfccagtcaca 

<210> 3731 
<211> 51 
<212> DNA 

<213> Homo sapiens 



SO 



<220> 

<221> allele 
<222> (26) . . . (0) 
<223> single 

<221> misc_£eatuare 
<222> <0) . . . <0) 



polymorphi sm 
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<223> Accession number cg4402S^34 
<400> 3731 

tttgtggggg aaaactatta attttgtgca aatggaaaga tcaacagact a 51 

<210> 3732 

<211> 51 

<212> DNA 

c213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44025"634 
<400> 3732 

tggcagatgt cacatgagta gaatttctgc ocagccttaa ctgcattcag a 51 

<210> 3733 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44025634 
<400> 3733 

gacacatggt tgtgaataca atgatatatt tctttatttt cacatacact c 51 

<210> 3734 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44025634 
<400> 3734 

taaaagagca agagtacaca tcaacaaaaa atggaaacaa ggctttggct g 51 

<210> 3735 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 
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<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> <25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <cg43 955813 
<400> 3735 

tatatgtatg tatatatgta tatgtaaaaa cagtttgtat agttggaata 

<210> 3736 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphi-sm 

<221> misc_feature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993542 
<400> 3736 

cggttttctg ggctgggctt tctgcttact cactocttct ccctctttct 

<210> 3737 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993542 
<400> 3737 

ctgatgtggc agactttgct ccctgacaaa actaaagaac tctcctattc a 

<210> 3738 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
<22l> mi-sc_£eature 

<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43952287 
<400> 3738 

tgtaaaaaag caaacagtgc caatgccact ttggtaaaaa cacacagtgt 50 

<210> 3739 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43952287 
<400> 3739 

tttttttttt tttttttttt ttttttctgg ttgacaaatt ttctttactt a 51 

<210> 3740 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952287 
<400> 3740 

tttttttttt tttttttttt ttttcttggt tgacaaattt tctttactta t 51 

<210> 3741 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43955232 
<400> 3741 

gagagaatta cacttttttt ttttttaagt ggcgtggagg cctttgcttc c 51 

<210> 3742 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg42907760 
<400> 3742 

ctgccctgct ctgtgacaga gootggagac ttggaggtcc agaggooccc c SI 

<210> 3743 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg42907760 
<400> 3743 

gtgacagagc ctgagacttg gaggtgccag aggcocccca ocaaocagoc c 51 

<210> 3744 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42907760 
<400> 3744 

ccagaggccc cccaccaacc agccccagcc actgttgctg gctgtgtcgt t 51 

<210> 3745 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42907760 
<400> 3745 

gotgfcgtcgt t 51 



<210> 3746 
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<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42907760 
<400> 3746 

ctgttgccac ttacgggggc tggagaggcc tggataaaga cagaagggcg 50 

<210> 3747 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) ... (0) 

<223> Accession number cg42907760 
<400> 3747 

tgttgccact tacgggggct ggagaggcct ggataaagac agaagggcgg 50 

<210> 3748 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43958842 
<400> 3748 . 

ocatttgaat ttcaatocaa gcagcgtatt ttacacacac ctgaaggaaa t 51 

<210> 3749 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 
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<22l> allele 
<222> <2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0). 

<223> Accession number cg42373006 
<400> 3749 

tacacaaatg aagtctttgg tggataaatt caag-bcaaaa caaataatag a 51 

<210> 3750 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921793 
<400> 3750 

ggatctgcag cagctgggct gcctcgatgg tggagagctg gatgaaggca 5 0 

<210> 3751 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921793 
<400> 3751 * 

cgactttttt tttttttttt tttttgcaga cttttcagct tttattacaa a 51 

• 

<210> 3752 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <cg43921948 
<400> 3752 
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aacaatgtga ttggattcct ttatgccaaa atcgagagaa gctgocatcc a 51 



<210> 3753 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 921948 
<400> 3753 

gaatgttagc catgacttgg gctttgtgaa agttggctat aatttctcta t 51 

<210> 3754 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number og43 921948 
<400> 3754 

ttgatgatgt ggaaatgctg caggactaaa taacttgaag agcctttata g 51 

<210> 3755 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 
<400> 3755 

tatggtacta aggaagtcct gttttcaaaa atggaagccc acttctcaga 50 

<210> 3756 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> <2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 
<400> 3756 

aaaagtgaag gggaaacaca caeacgcaaa aaaacaagfca tttggebtgt c 51 

<210> 3757 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 
<400> 3757 

ggggaaacac acacacacaa aaaaaacaag tatttggott gtcarcaggaa t si 

<210> 3758 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) ' 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 



<400> 3758 

caggaatctg attgcattaa gtgaaggatt atttagaata tgttaatgca SO 

<210> 3759 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 
<4O0> 3759 

cagg**gatgt ctggtcaact ggcotgcctt oagctagaat cctgttaggt c SI 

K>66 
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<210> 3760 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 



<400> 3760 

cttggtaatc ttccatccac tgcccatgac cctgttccct gtctataaat c 51 

<210> 3761 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921948 



<400> 3761 

ctataaatcc ccagttttcc atggtatatt cagagctgag tccagtctct c 51 

<210> 3762 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42866508 



<400> 3762 

ttctccagtc agagtagatg atgagccoat gcccctcacc cccacgcccc 50 

<210> 3763 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> ^26) . . . (O) 
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<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (0) . . . <0) 

<223> Accession number .cg43927750 
<400> 3763 

actgtatttg agatgtctta cttgggagac -caattaaact atgacataaa a Si 

<210> 3764 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439277S0 

■—*»-.... 

<400> 37*64 

attgaaatgc ataaacacaa tacttcaaga atacgctcaa cacatgtaca SO 

<210> 3765 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4327746€ 
<400> 3765 

tcgccaagca gacacagaaa tccccgtgtg ggggaatgca gcagctotgc c 51 

<210> 3766 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg430€1097 
<400> 37-66 

tgatgcatgt tggctgagat gatcagggag atgagtgaca ocagagcfcca c 51 
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<210> 3767 
<211> 51 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43061097 
<400> 3767 

gatgcatgtt ggctgagatg atcattgaga tgagtgacac cagagctcac 



51 



<210> 3768 
<211> 51 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg4 3273 039 
<400> 3768 

ataaattaaa ttttattgtg taaaataaat tattacataa aatgtgtttt t 

<210> 3769 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43273039 
<400> 3769 

aaattaaatt ttattgtgta aaaaatatta. ttacataaaa tgtgtttttg a 

<210> 3770 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f -eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_£eatuare 
<222> 40) . . . (0) 

<223> Accession number ^43277456 
<400> 3770 

gaccgacagt cgtgaggatg gcagactgct gcatt-ccccc acatggggat 

<210> 3771 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43277456 



<400> 3771 

ggcagagctg ctgcattccc ccacacgggg atttctgtgt otgcfcfcggcg a 

<210> 3772 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43291710 



<400> 3772 

gacagtctga agcattaaaa aattcataaa aaacagtaac actgacaaaa t 

<210> 3773 
<211> 5r 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916588 
<400> 3773 

ggtccatggt gttccagagt xsccofcaagtt ^-caggttcag ctgatgtaga t 



<210> 3774 

<211> 50 

<212> DNA 

<213> Homo -sapiens 
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<220> 

<22l> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_faature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916588 
<400> 3774 

gccaccagga tgaaagcagg gttagtccag ggacccagta gagccttggg 50 

<210> 3775 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) . 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 
<400> 3775 

ctaaaaactg atttgcaaac ttgaaagtct agatgtgtgt aggaagattt t 51 



<210> 3776 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 



<400> 3776 

atgtgtgtag gaagatttta aaattcaggc aaattggtct ctaaagagac c 51 

<210> 3777 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 
* <223> Nucleotide deleted between bases 25 and 26 
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<221> mi s c_f-ea-t ure 
<222> <0)...<O) 

<223> Accession number cg4391844'6 
<400> 3777 

aagattttaa aatttaggca aatt<jt-ctct aaagagacca attttgctt-c SO 

<210> 3778 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 
<400> 3778 

tgtttttccc caggaactat tgatgcctga ggagacttga aaagagacct a 51 

<210> 3779 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 



<400> 3779 

tttccccagg aactattgat gactggggag acttgaaaag agacctaaag t SI 

<210> 3780 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 918446 



<400> 3780 . 

tctccatgtg gagtaggtca aagtccccgt cofcocotggc caggtggaag c 51 

<210> 3781 
<211> SI 
<212> DNA 

<213> Homo ^sapiens 



<220> 
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<221> allele 
<222> <26) . . .40) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 
<400> 3781 

caaaaaataa caatccaaca agagtaatgt tacccattct tagccattaa c 51 

<210> 3782 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 
<400> 3782 

tgtacccaac tgggaccaaa tacaacatga gacactaggg tggcttgtcc 50 

<210> 3783 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 
<400> 3783 

aaggaacttt atcatgggct gagagataga tagatagctt agaacaacat t 51 

<210> 3784 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (O) . . . (0) 

<223> Access ion number -cg4391844€ 
<400> 3784 

aaagtgggtg cttctacatg aggacttttt tccccccaag 'tagaaaaata SO 

<210> 3785 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918446 
<400> 3785 

ggtgcttcta catgaggact tttttocccc caagtagaaa aataattaaa 50 

<210> 3786 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920875 
<400> 3786 

gttctgactc ccagtacggt gttgttgcgc cgctaggata tccttgtcaa g 51 

<210> 3787 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number -cg43920875 
<400> 3787 

ttctgactcc cagtacggtg ttgtgtcgcc gctaggatat ccttgtcaag g 51 

<210> 3788 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

• 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923595 
<400> 3788 

ccggcagtcc ctgcccagtc cctocctctg cttcctccca ctcttccaca t 51 

<210> 3789 
<211> 44 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (19) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . i0) 

<223> Accession number cg43932090 
<400> 3789 

tttttttttt ttttttttta aggttctcaa gaattttatt ataa 44 

<210> 3790 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43934688 
<400> 3790 

gtcttcatat gtcaactaca gaaaagaaaa aaaaatagaa attgaaggat t 51 

<210> 3791 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg43934688 
<400> 3791 

tcttcatatg tcaactacag aaaaagaaaa aaaatagaaa ttgaaggatt t 51 

* 
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«c210> 3792 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25)...(2<6) 

<223> Nucleotide delated between basses 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43934^88 
<400> 3792 

actttttatg tcatcgtaaa agctgaaaaa atocctttgt tfcctatttat. 

<210> 3793 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

c221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934688 
<400> 3793 

tatgtcatcg taaaagctga aaaaatccct ttgtttctat ttataaaaaa 

<210> 3794 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43935504 
<400> 3794 

attttagcac agttaaattt tttttgtgta aacacaaaca agataaattt a 

<210> 3795 

<211> 50 

<212> DNA 

<213> Homo -sapiens 
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<22C> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43936083 
<400> 3795 

aagtcaacag ggaaagaagt gggtacccct ttgccagaag ctaattgttt 50 

<210> 3796 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936083 
<400> 3796 

aagatgtagg cagtggcggc aggcctgcgc ccacagctcc tcgcctgtcc 50 

<210> 3797 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43936083 
<400> 3797 

gtggcggcag gccctgcgcc cacagtcctc gcctgtcctt tgaccacaga 50 

<210> 3798 

<211> SO 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26).. . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg4393€083 
<400> 3798 

atgatagggg aacaatagag gggaaccagc ctcaacccaa gtcagaaggt 

<210> 3799 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940146 
<400> 3799 

aaactcatta ctataaatta ttcttccagt actttgcaaa ttcagaattt c 

<210> 3800 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940465 
<400> 3800 

cctttgggtc agtgtgttaa ttaggctgag agcctgggtg aaaggcaaga 

<210> 3801 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

* 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43 951590 



<4O0> 3801 

ctgataaaac acatacaaaa gttaagagac agctcgattt catcttcctc c 



51 



<210> 



3802 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951590 
<400> 3802 

tacaaaatca taaaaaaggc cccatattct taaaggtata atttatagcg c 51 

<210> 3803 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960583 
<400> 3803 

ctgctgtttg cttaaaaaaa aaaaacaccc ttgtcatgta ttttctgtat 50 

<210> 3804 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <2G) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_fjeature 
<222> (0) . . . <0) 

<223> Accession number cg43971555 
<400> 3804 
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tgagctfccag goggttgt?cc ogaaggbcaa gtggccagca gggtotcfgfcc 50 

<210> 3805 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . : (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971555 
<400> 3805 

gagcttcagg cggttgtccc gaaggtcaag tggccagcag ggtctggbcg 50 

<210> 3806 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975476 
<400> 3806 

tattattttc ctttggaaga agaaaacaga aaaaaaactt cctgattgta a 51 

<210> 3807 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979857 
<400> 3807 

acgcaagaca gatgatgcag gggaatgggt gtccactctt fccttgttctc a 51 

<210> 3808 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

s 
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<221> misc_ 
<222> (0)...(0) 

<223> Accession number cg43981392 
<400> 3808 

tttttttttt ttttttttct gcaacttgag 

<210> 3809 
<211> 50 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



gaacagttca ctgatttatt 



50 



<221> misc_ 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985672 
<400> 3809 

agtggctggg acaagctggc gggggcaagc actgttgaag caatagggtc 



<210> 3810 
<211> 51 
<212> DNA 
<213> Homo 



50 



sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . <0) 

<223> Accession number cg44001705 



<400> 3810 

tgttttccat acaagactgt cacgcgaagg atcaatttgt gcatgtgcca g 



51 



<210> 3811 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... . (O) 

<223> single nucleotide polymorphism 



<221> misc_ 
<222> <0) . . . <0) 

<223> Accession number cg44003843 
<4O0> 3811 



51 
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<210> 3812 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44003843 
<400> 3812 

gtgaatgaat gtaaaaacat tcagttgaga ecatatgcat ttt?ctgfcgct g SI 



<210> 3813 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44009187 



<400> 3813 

atgtccgtca cgcggctaac ttgactggcg ggtctaagga aagtcaactt 50 

<210> 3814 
<211> 43 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (18) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44009187 
<400> 3814 

tttttttttt ttttttttat ggtttccatt tttttccttt aat 43 

<210> 3815 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> alXele 
<222> <2€) . . . (0) 
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<221> misc_feafcure 
<222> <0) . . . (0) 

<223> Accession number cg44022781 
<400> 3815 

atctcttgag ctctttccca ctgacgtgtc attcacaggc attcaaactg t 51 

<210> 3816 

<211> 50 

<212> DNA 

<213> Homo sapiens 

■ 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44036048 
<400> 3816 

tttatttcag ttttggctct taagcacttc cattgggaag aagaaactcc 50 

<210> 3817 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s api ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44130923 
<400> 3817 

atgtccataa agtggcgtga agtgagacgt tctctttggt ggtcaacccg g 51 

<210> 3818 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . i0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <^44921672 
<400> 3818 

gcaaaaaatt agocaggcat ggtggtatgc acctgtagac ccagcfcactt g 51 
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<210> 3-819 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 921€72 
<400> 3819 

aggctgatgc aggaggatcg cttgagcctg ggagtttgag gtfcgcagtga g Si 

<210> 3820 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg44932392 
<400> 3820 

aattttatgt cctttaagat acattaaaaa aaaaaaaaag acacatcaac SO 

<210> 3821 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 

* 

<400> 3821 

taagatacat taaaaaaaaa aaaaagacac at-caactgca aacgtgaagg SO 

<210> 3822 

<211> 51 

<212> DNA 

<213> Homo 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43942696 
<400> 3822 

ttctgggccc tgtctgcggt tccacgtgtg atactgtggg tgagacggca t 51 

<210> 3823 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4394269€ 
<400> 3823 

cacatgtgat actgtgggtg agacgccatg gcccattcct gcacttggcc a 51 

<210> 3824 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43942696 
<400> 3824 

tcaagacagt ggttacaaaa aaaaagtact cttctggcta cacactttat 50 

<210> 3825 

<211> 51 

<212> DNA" 

<213> Homo sapiens 

<220> 

<221> allele 

<222> 126) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . <0) 

<223> Accession number «cg43942696 



01 47944 A2 I > 



1085 



WO 01/47944 PCT/eSOO/35498 
<40O> 3825 

caatcacaat -fctocaggatt aaaaatcatc tatatofctaaa -tcotacaotg t 51 

<210> 3826 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <:g43942696 



<400> 3826 

aggattaaaa accatctatt -cttaagtcct acactgtttt agagcatcaa g 51 

<210> 3827 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942696 
<400> 3827 

caaaacaacc aaaaattacc atgactcggt acaggaaaaa caggaagact c 

<210> 3828 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942696 
<400> 3828 

aacaaccaca ttttgcttta ttaggtgttc catggtaata taacacagag t 



<210> 3829 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (2-6) . . . (0) 

<223> single nucleotide polymorphism 
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<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957199 
<400> 3829 

cagatgggtg gggcagggtg gggttccccc atctgaccct ctagggctct 50 

<210> 3830 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43957199 
<400> 3830 

gggtggggca gggtggggtt ccoccatctg accctctagg gctctggggt 5 0 

<210> 3831 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44002959 
<400> 3831 

octtgtgggg ggaocagggc agggctggga cagggaaggg ggtgagttag 50 

<210> 3832 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 
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<222> (25) . • . ^26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eatuare 
<222> (0) . . . (0) 

<223> Ac-cession number cg43958391 
<400> 3832 

cagcttaaaa 50 



<210> 3833 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958391 
<400> 3833 

ccccgggaac agaaggcagt gatgcaaatg ccaaggaagc agct-taaaac SO 

<210> 3834 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43937128 
<400> 3834 

cacaacttga tggttttttt tctttttttg caaaaggaca atctatatgc t 51 

<210> 3835 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eatuare 
<222> {0) . (0) 
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<223> Accession number cg43937128 
<400> 3835 

ggctggagga ggtataoagg ataacaaaaa aaaaaaatag aaaaaaataa 50 

<210> 3836 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937128 
<400> 3836 

tatacaggat aacaaaaaaa aaaaatagaa aaaaataaga aagtggttcc 50 

<210> 3837 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4393712 8 
<400> 3837 

atacaggata acaaaaaaaa aaaaaataga aaaaaataag aaagtggttc c 51 

<210> 3838 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg43979183 
<400> 3838 

ccatgoctga caagttctga agaggaaaaa aaaaattgtt ttaatccagt 50 
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<210> 3B39 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted* between bases 25 and 2€ 

<22l> mi sc_f mature 
<222> (0) . . . (0) 

<223> Accession number -cg43979183 
<400> 3839 

acaagttctg aagaggaaaa aaaaaattgt tttaatocag ttfcetgtotg 50 

<210> 3840 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979183 
<400> 3840 

caagttctga agaggaaaaa aaaaattgtt ttaatccagt ttctgbct^c 50 

<210> 3841 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> - 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979183 
<400> 3841 

ccctttatga aaagataaag cagaagaaaa gtgaaatata tcttcagatt a 51 

<210> 3842 
<211> 50 
<212> DNA 

<213> Homo -sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43979183 
<400> 3842 

tctcaatata cacacagatt aagagttttt gccttggcaa aaataaaact 50 

<210> 3843 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979183 
<400> 3843 

tatacacaca gattaagagt ttttttgcct tggcaaaaat aaaactgaag t 51 

<210> 3844 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979183 
<400> 3844 

aaagattaca atacattatt aacttccttt ttaaacacag agtaaagtta c 51 

<210> 3845 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (O) . . . (0) 

<223> Accession number cg43979183 
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aagattacaa ta-cafctafcta aofetaatrbtt «taaacacaga gtaaagtrtac t 51 

<210> 3846 
<211> 47 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 

. <222> (22) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44002835 
<400> 3846 

gtcgactttt tttttttttt tttataaaaa ggfccacttta ttttgcc 47 

<210> 3847 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002835 
<400> 3847 

gagtctgaca gtgttcgggc tgctgcttta tagtctgtgt tctcaaagtt 

<210> 3848 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948793 



<400> 3848 . 

gccacacaaa tctgtgtgtg gctaacgatg aggatacaga gaaaagaaaa a 

<210> 3849 
<211> 51 
<212> DNA 

<213> Homo -sapiens 
<220> 
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<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg42710561 
<400> 3849 

tgaggaaatg tataaaatac cacatggtat aaaattacat gttaatacaa t 51 

<210> 3850 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43938133 
<400> 3850 

cacttcggaa gtcccaaggg cagtgggatg accgatttgg ccatggaaga 50 

<210> 3851 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43938133 
<400> 3851 

acttattcaa acctgcagtc agagataatg gtttctccta agcaattaaa a ' 51 

<210> 3852 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . <0) 

<223> Accession number cg43277973 
<4O0> 3852 
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ttttt-ctt-tt ♦cacagtrccgc ctcttofcaat cttggactgg aggafcataca g 51 



<210> 3853 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44015618 
<400> 3853 

ggcaggttga tctgggaacg ggctgacatg ctagggatgg tggagaagta g 51 

<210> 3854 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44928804 
i<400> 3854 

aatgagaaag gccagaggct gcaaagacag tcaaaggaca cgagagaaag 50 

<210> 3855 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> 
<222> 
<223> 



mis cofeature 
(0) . (0) 

Accession number cg44928804 



<400> 3855 

cctcggttct atgcatatat ggattgotat aaaaaa^gtc aataagattg 



50 



^c210> 38S6 
<211> 51 
<212> T>NA 
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<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0)...<0) 

<223> Accession number cg44928804 
<400> 3856 

attgtacaag gaaaattaga gaaagtcaca tttagggttt attttttaca c 51 

<210> 3857 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44928804 
<400> 3857 

taaaataggg taaatcctat tagaaatttt ttaaagaact ttttttaagt t 51 

<210> 3858 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43956210 
<400> 3858 

atcatgtaaa ataagatatt agactttttt tgaataaaat atttttattg 50 

<210> 3859 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mi sc__f eature 
<222> (25) . . . (26) 
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<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43 982721 
<400> 3859 

ctctcctaga cgcccaggac cggccccctg tgagccgtgc tggcoccacc 50 

<210> 3860 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982721 
<400> 3860 

aggccgcggg gccccagggc actcgccccc tccttagcat tttcttttgt 50 

<210> 3861 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955051 
<400> 3861 

aatttatggt aacaatcatt tctttcaaat gtctaactta tttaacccct t 51 

<210> 3862 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43264444 
<400> 3862 

ggaagaggga aaaaggttgc ttotgcttta tttfccacat-c *tgtaatttta a 51 
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<210> 3863 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43 991434 
<400> 3863 

catctgccca gtccagaccc taccgttccc ctgccccagg aggtccttta a 51 

<210> 3864 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991434 
<400> 3864 

acaatctggt gtctgcctgt ccacatggtg tggggcccag ggttgccctc t 51 

<210> 3865 
<211> 51 
c212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43991434 
<400> 3865 

tttttttttt tttttttttt ttttttaagc tgccacacga ctttatttgt g 51 

<210> 3866 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_£ea*:ure 
<222> (0) . . . (O) 

<223> Accession number cg43991434 



<400> 3866 

tccccacaac agagcagggc tgggcagcag aagacgtetaa aacccaaatc SO 

<210> 3867 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962078 
<400> 3867 

tctttctgtc cttttaagtg taccttgaat tctfctgattt at<tttat£gc a SI 

<210> 3868 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43962078 
<400> 3868 

ataatcctga ggcatagaaa ttgaagaatt tgtaaaaata gaattgcctt a 51 

<210> 3869 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4398S349 
<400> 3869 

tgccatggtg cgggccgggg cggacacgtt cccacott^g ggaocggacg g 51 



<210> 3870 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . <0) 

<223> Accession number cg43951838 
<400> 3870 

ctttctgagt gtgaacctgg ctcggctgaa gcctagagct ggcttgaaga 50 

<210> 3871 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951838 
<400> 3871 

tttttttttt tttttttttt tttttttggg cagttcattt tctttatttt t 51 

<210> 3872 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 951838 
<400> 3872 

tttttttttt tttttttttt tttgttggca gttcattttc tttatttttt c 51 

<210> 3873 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis cofeature 
<222> (0.) ... (0) 

<223> Aeoession number <^4314259S 
<400> 3873 

cctggtgctg ctgagafcggg cgotgofccct cccacccaca gogcgtcatc SO 

<210> 3874 

<211^ 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43142595 
<400> 3874 

ctggtgctgc tgagatgggc gctgctcctc ccacccacag cgcgfccafccc 50 

<210> 3875 

<211> 50 

<212> DNA 

<213> Homo sapiens 

• ■ 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43142S95 
<400> 3875 

cccgcaccca gaccgtgccg tctggaggca ctttcggcct cagtgccacg 50 

<210> 3876 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feafcure 
<222> (0) . . . (0) 

<223> Accession number og43142S95 
<400> 3876 
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agtgccacgg ccccctcccc aggccgctca cactcctggg gggccacaga g 51 



<210> 3877 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43142595 
<400> 3877 

ggccccctcc ccaggccact cacacccctg gggggccaca gaggtgtctg c 51 

<210> 3878 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43142595 
<400> 3878 

gggcgggccc ttgacactga ggctgctccc gcccccacag cagcctggcg a 51 

<210> 3879 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43317253 
<400> 3879 

ggtcctgttt tctaaaaaaa aaaaactgtt gtagaaattc ttaatttgga 50 

<210> 3880 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_£ea*:ure 
<222> (0) . . . (0) 

<223> Accession number cg43317253 
<400> 3880 

attaaaatct ttctttgggg aaaaattctt ggttattctg ocataacaga t 



<210> 3881 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917155 
<400> 3881 

catactgtgt ctgtgagttt cttcagttac aaa^gggcat tfcagtatagt £ 51 



<210> 3882 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917155 
<400> 3882 

gatctctttg ctgaattaat gagttattaa catgtggacc caactgcctg t 51 



<210> 3883 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988371 
<400> 3883 

ttctgtgact aatcactgaa ctagatgaat gfctaaatttt -ttatgtjcfcga a 51 



<210> 3884 
<211> SO 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44916647 
<400> 3884 

atgtcaacct gcccgaccct ctgggtgaac tggatgtgga cactggaggg 50 



<210> 3885 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44916647 
<400> 3885 

tgtacatgta acatgtggcc atgccaggca tcccagcatc tatcctgaag 5 0 

<210> 3886 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f e at ur e 
<222> (0) . . . (0) 

<223> Accession number cg44916647 



<400> 3886 

catgtggcca tgoccaggca tcccaacatc tatcctgaag tcagtgtaaa g 51 

<210> 3887 

<211> 51 

<212> t)NA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 
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<221> mi s c_£e a<ture 
<222> (0) . . . (0) 

<223> Accession number cg43296397 
<400> 3887 

gacactgaga ggtttccatc tgcagcgoca agggcfcgcag ^ttctgocat g SI 

<210> 3888 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 923376 
<400> 3888 

tgagcaggag tttgaacaga cctgacccca ggcaccgagg agggtgctgg 50 



<210> 3889 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<210> 3890 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> t0) . . . <0) 

<223> Accession number «cg4 3 2SO 144 



50 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43923376 
<400> 3889 

ggcttccact gcatcctggc cagggacgga gccccttgcc ttcgtgcccc 
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<400> 3890 

tcagaattta aagoctcccc acctgcaaga ttacatatat aaaactccca c 51 

<210> 3891 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43255486 
<400> 3891 

ctccacccat ccagtggact ctgggcgcgg ccacagggga cgggatgagg 50 

<210> 3892 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998124 
<400> 3892 

ccaactctgt gaattagtat taagcgtaac tatcacatat gtaaacgcga g 51 

<210> 3893 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43998124 
<400> 3893 

cttgcaaaca aagaattact aattt-caagt gtaaaaatfct tgcaaaggga a 51 

<210> 3894 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg439816S6 



<400> 3894 

tgaatattgt aaatattaca attgggtatt 



agaaagocat gafcgaatcca g 



51 



<210> 3895 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number *cg439816S6. 



<400> 3895 

accaggctta <:catgttcta aataattcaa gaaaatat<:t 



51 



<210> 3896 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 981656 



<400> 3896 
tcaagaaaat 



atctttaaaa aaaaaaggac tgcaatttaa cagtaatctg t 



51 



<210> 3897 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number -cg43981656 



<400> 3897 

atatct^tag ctgecattaa 



<210> 3898 
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<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981656 
<400> 3898 

tcaggaagaa aaatacttta aagacgtgcc aatttgaaaa ggcatcaaag t 51 

<210> 3899 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981656 
<400> 3899 

aatactttaa agacatgcca atttgtaaag gcatcaaagt aaaaaaataa a 51 

<210> 3900 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 981656 
<400> 3900 

atactttaaa gacatgccaa tttgataagg catcaaagta aaaaaataaa a 51 

<210> 3901 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 981656 
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<400> 3901 

catgccaatt 4xjaaaagg>ca fecaaaataaa aaaataaaag -caaafcgotaa a 51 

<210> 3902 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4398r656 
<400> 3902 

ttgaaaaggc atcaaagtaa aaaaaataaa agcaaatgct aaaaactact t 51 

<210> 3903 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43935280 
<400> 3903 

aaaaattttt tttttttttt tttttttctg aggaagocga gaaactttaa t 51 

<210> 3904 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43935280 
<400> 3904 . 

acccaagaga ggctgtgcgg cagagcctgc acccacaggc ctttgacagc 50 

<210> 3905 
<211> 50 
<212> DNA 

<213> Homo -sapiens 
<220> 
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<221> allele 
<222> (26) . . . (O) 

» 

<223> single nucleotide polymorphism 
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<221> misc_featuxe 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935280 
<400> 3905 

ccaagagagg ctgtgcggca gagcctgcac ccacaggcct ttgacagcac 50 

<210> 3906 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935280 
<400> 3906 

tcactcgacg cacacccggt gcatcgcact ggcacctaaa gacaggccgt g 51 

<210> 3907 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003023 
<400> 3907 

aagcaaagag gaaaaacttt ggacatcgta aagactagaa tagtctttta a 51 

<210> 3908 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44128920 
<40O> 3908 
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cgagtcacgc fecaatt^aac cctgcfcagag acgggaagag gggggctgfcc g 

<210> 3909 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128920 
<400> 3909 

cggctgctgc ttctgggcca cggggggccc caggacctat gcactt-tatt t 

<210> 3910 , 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128920 
<400> 3910 

gggccacggg gagccccagg acctaggcac tttatttctg acoccgtggc t 

<210> 3911 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44128920 
<400> 3911 

catgttttac atcttttctt tctgcgctcg gctccggcca ttt-tgtttta 

<210> 3912 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> <26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

. <221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg40886359 
<400> 3912 

tccctctctg cagaacttct cctttccccc caccccccac cactgccccc 50 

<210> 3913 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42742569 
<400> 3913 

aaaaatggat accaaaagca ctatttgtca cccaagctaa gtggaatagc t 51- 

• 

<210> 3914 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) ... (0) 

<223> Accession number cg43949262 
<400> 3914 

gtagaggcac acattggact ctgacaattc cccttgcagc agacatttgt g 51 

<210> 3915 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . - . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 995003 
<400> 3915 

ttgccatcag tgatctcact aaaaaatata cagctacttc ccagctaatc t 51 

1111 
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<210> 3916 
<211> "50 
c212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926814 
<400> 3916 

aataattcaa agtagaattt tctatccccc ccatttctcc agtaatiaaaa 50 

<210> 3917 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926814 
<400> 3917 

caaagtagaa ttttctatcc cccccatttc tccagtaata aaaagtagtg 50 

<210> 3918 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> inis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931799 
<400> 3918 

cctat.gtcgc gccgggccct coggagctga ggggggaaca gcgcggocag 50 



1112 



NSDOCtD: <WO. 



01 47944 A2_l_> 



WO 01/47944 



PCTYUS00/35498 



<210> 3919 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43055270 
<400> 3919 

aaatatcaga gtaaaacttt ctagacagta caaggttaaa gaggtgaggt 50 

<210> 3920 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43055270 
<400> 3920 

gccgaatagt tgagaaatgg acatttttac ctactcctcc tagcccccta t 51 

<210> 3921 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 969619 
<400> 3921 

t<:acacacat gfccatcaggg -ccctcctgca ctccacatga tgaggtcaga c 51 

<210> 3922 

<211> 51 

<212> DNA 

<213> Homo* sapiens 

<220> 

<221> allele 
<222> <2€) . . . <0) 

<223> single nucleotide polymorphism 
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<221> misc_€eature 
<222> (0) . . . <0) 

<223> Aooession number -cg43^49€&6 
<400> 3922 

cctcgccccc goccccaccg ggtgagagtg fccgfccfcccgc ttotcbcggt g SI 

<210> 3923 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . • (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43129343 
<400> 3923 

cacttctctc ctccactctg agoccctgac cttocaaacc tcaataaact SO 

<210> 3924 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43129343 
<400> 3924 

acttctctcc tccactctga gcccctgacc ttccaaacct caataaacta 50 

<210> 3925 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

m 

<221> mi s cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted -between bases 25 and 2€ 
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<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43129343 
<400> 3925 

cctctccccg ocgctgccat aacccaatgt ctgggccctg cgcagccccc 50 

<210> 3926 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg4 3 968641 
<400> 3926 

gtaatatagg tgtgcacaaa aagggaaaca ccctatttca tttttcaatt 50 

<210> 3927 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968641 
<400> 3927 

aagttaattt tcttttctaa tttctgctca tacacctgag ttatttaaaa a 51 

<210> 3928 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 968641 
<400> 3928 

aggaccagtg aagaatagct ocaatttgac actagacaca aaataccttt. g 51 

<210> 3929 
<211> 51 
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<212> DNA 

<213> Homo -sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968641 
<400> 3929 

tttgggggca aagacagggg caagccgtgt gccggtggtg aagtgagaag g 51 

<210> 3930 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 2"6 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968641 
<400> 3930 

ttttgactca tgaggcaaag ctgttccaca atcagtggcg actcaagtca 50 

<210> 3931 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43061073 



<400> 3931 

agctatttta aaactaatgt aaccattttt tttaaaaaaa gaaactattt a 51 

<210> 3932 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . (0) 

<223> Accession number cg43969352 
<400> 3932 

gttacaattt aaaaaaaaga atacatcaga ataaattaat aacttaagtg a 51 

<210> 3933 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) ... (0) 

<223> Accession number cg42709686 
<400> 3933 

gacagtgatt aatggttctg ttggcaaggc ttctccctgt cggtgaagga 50 

<210> 3934 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943490 
<400> 3934 

tgcctggggt catgaaaggc agagctgcag catgcagtat ggcagccggg 50 

<210> 3935 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . i2€) 

<223> Nucleotide -dele-ted between bases 25 and 26 

<221> misc — feature 
<222> (O) . . . (0) 
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«^223> Accede ion number ^4394-6325 

<4O0> 3935 

gatjcctagcc ttggggocag ggatgcacag gctgaafcgga agggotggga 

<210> 393€ 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43946325 
<400> 3936 

gctctttttt tttttttttt ttttttaggc ttctggtagg gacattttat t 

<210> 3937 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43946325 
<400> 3937 

ctcttttttt tttttttttt ttttatggct tctggtaggg acattttatt t 

<210> 3938 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010409 
<400> 3938 

ctccaaatcc caccccagtg caagtttggg gaaggtaggg tgtgagctgc t 

<210> 3939 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (2€) . . . i0) 
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<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44010409 
<400> 3939 

agtgcaagtc tggggaaggt agggtttgag ctgctgctga aggctgtccc c 51 

<210> 3940 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931431 
<400> 3940 

cttcttgtga accagggata cacacttcag acattggcaa acagtagtac a 51 

<210> 3941 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931431 
<400> 3941 

acataaaatt gcagtatgaa ctgattgaca agaactctgg gccaggagtc a 51 

<210> 3942 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> {25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43930921 
<400> 3942 

ccggagct<:g ccttggtgct gggcacagtg ggcccctgcc aggcctgtcc 50 
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<210> 3943 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number -cg43930921 
<400> 3943 

cggagctcgc cttggtgctg ggcacagtgg gcccctgcca ggcctgtoct SO 

<210> 3944 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43930921 
<400> 3944 

cttggtgctg ggcaccagtg ggccctgcca ggcctgtoct ctcct-ttttg 50 

<210> 3945 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930921 
<400> 3945 

gtgctgggca ccagtgggcc oot^caggcc tgteotcfcoc tttt>fcgagct 50 
<210> 394€ 
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<211> 51 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44931278 
<400> 3946 

tttttttttt tttttttttt ttttttacta caaaaataag cactttacta a 51 

<210> 3947 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44931278 
<400> 3947 

tttttttttt tttttttttt ttttatctac aaaaataagc actttactaa c 51 

<210> 3948 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43998884 
<400> 3948 

ggcaatgccc gtcctctggc ttgggctaat tcttcggtga caotggcgtt g 51 

<210> 3949 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43998884 
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<400> 3949 

ecatactggg gtgggcfcgga ggaggocaca ggocagotat <tgfcaaaagct t 51 

<210> 3950 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

. 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958499 
<400> 3950 

gtctggcaat tttgatttct gaacfrtfcgtg ctacctcaga ggocagettc c 51 

<210> 3951 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4400l088 
<400> 3951 

tccaccacag taaaacatac aagttatttg caagagaaaa ggtoatatgg a 51 

<210> 3952 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44001088 
<400> 3952 

ccaccacagt aaaacataca agtttat=tgc aagagaaaag gt-cata<tgga t 51 

<210> 3953 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 
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, <221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44031765 
<400> 3953 

attcacctca agtcaggtga gacccgtaca tcatgggtcc ccactcacaa g 51 

<210> 3954 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022026 
<400> 3954 

tccttctggg gaaataaatg agtgttgttt cagcagctaa aaaaaaaaaa 50 

<210> 3955 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002920 
<400> 3955 

agcacagttc aaagtcatta aatccagtac aaaagaaatg gctctcactt c 51 

<210> 3956 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <:g44O02920 
<4O0> 3956 

aaaagaaatg gctctcactt cctgggattg gcaccagaca tcctaccagc t 51 

<210> 3957 
<211> 51 
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:212> DNA 

:213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg44002920 
<400> 3957 

aaatggctct cacttcctgg attgggcacc agacatccta ccagotgcaa t 

<210> 3958 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> alleie 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987191 
<400> 3958 

actcaagact tatggaacag ggatgcgagg cctctctcag gagcaggggc 

<210> 3959 

<211> 50 

<212> DNA 

< 213 > Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984386 
. <400> 3959 

acgagctctc gcccactcgc cggagagacg gccctggact cccaaccccg 

<210> 3960 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
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<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963979 
<400> 3960 

gatagaaggg agcagcatca gacacttttt ttcaggccct ggtttcatgt g 

<210> 3961 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43963979 



<400> 3961 

atagaaggga gcagcatcag acacaatttt tcaggccctg gtttcatgtg c 

<210> 3962 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963979 
<400> 3962 

tagaagggag cagcatcaga cacatatttt caggccctgg tttcatgtgc c 

<210> 3963 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 
<222> (0) . ... (0) 

<223> Accession number cg43963979 



<400> 3963 

agaagggagc agcatcagac acattatttc aggccctggt ttcatgtgcc 

<210> 39€4 
<211> 50 
<212> DNA 



1125 



0147944A2 I > 



I 



WO 01/47944 PCT/W500/35498 

<213> Homo ^sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (25) . . • (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963979 
<400> 3964 

tattcactaa acaatttttt ttttttgtaa ggctactttt gtagcttttt 50 

<210> 3965 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439-63979 
<400> 3965 

attcactaaa caattttttt tttttgtaag gctacttttg tagctttttg 5 0 

<210> 3966 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc feature 
<222> (0) .7. (0) 

<223> Accession number cg43963979 
<400> 3966 

caattcaatt cgttgccttt tgaggcactcf tggccatgaa oagccctgot 50 

<210> 3967 

<211> SO 

<212> DNA 

<213> Homo -sapiens 
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<220> 
<221> 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__£eature 
<222> (0) . . . (0) 

<223> Accession number cg4396397? 
<400> 3967 

cgttgccttt tgaggccact gtggcatgaa cagccctgct actatctgtg 50 

<210> 3968 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__ feature 
<222> (0) . . . (0) 

<223> Accession number cg43988211 
<400> 3968 

caattccaga ggggcctggc tgtggcaaag ctgtgccaaa cggttgggat 50 

<210> 3969 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988211 
<400> 3969 

aattccagag gggcctggct gtggcaaagc tgtgccaaac ggttgggatc 50' 

<210> 3970 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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x220> 

<221> aliele 
<222> (2€) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43988211 
<400> 3970 

tgagaccatg ggcgaggctc cccacactat cfcccaccacc acagtcatga g SI 

» 

<210> 3971 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988211 
<400> 3971 

ctcatcctga gaggcattgg gtgccactca ctggotggat gctgggctgg SO 

<210> 3972 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42935995 
<400> 3972 

tgaccttgca ccataattat ggtgaatttc taggttagaa gataccttag a 51 

<210> 3973 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2*6) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg42935995 



<400> 3973 

actgggttag ctggattttg tccttagctt tgagaaggcc tagttctcca 



50 



<210> 
<211> 
<212> 
<213> 



3974 

51 

DNA 

Homo sapiens 



<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929467 
<400> 3974 

aaaagacaag gactgctcta gtgttcaggg atgtagctca gcttttgggc t 51 

<210> 3975 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929467 
<400> 3975 

catctcaaaa aaaaaaaaaa gcgggggggg ggagttgggc tgtgttggaa 50 

<210> 3976 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg439294"67 
<400> 3976 

ttgctaggtc agaatgagag actggagggt ctgtctacct gtttcttcta c 51 

<210> 3977 
<211> SO 
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<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2*6) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43947753 
<400> 3977 

tcattggtgt agcaacgtgg gttcaccaaa acaccttttt atacaaaaga 50 

<210> 3978 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947753 
<400> 3978 

attggtgtag caacgtgggt tcaccaaaac acctttttat acaaaagaca 50 

<210> 3979 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994885 
<400> 3979 

tttttttttt tttttttttt tttttctttt gttgacaaat gttgtttatt g 51 

<210> 3980 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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<222> «26) . . . <0) 

<223> single nucleotide polymorphism 



<22l> mi s c_f e ature 
<222> (O) . . . (0) 

<223> Accession number cg43333012 
<400> 3980 

tcagctocct cttcttggta ttacagaatt tcatacttat ccactaggaa a 51 



<210> 3981 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43328330 



<400> 3981 

ctctcgcctt ccagcaattc cccgcgtgct acaaatggga agtcagagac 50 

<210> 3982 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43970492 



<400> 3982 

tctataagat gtatctcccc aaagagcaca ttaactcctc aagtcaacat c 51 

<210> 3983 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970492 
<400> 3983 

aactcctcaa gtcaacatct gcctaccccc aacttcccct ttttttcctc a 51 
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<210> 3984 
<211> SI 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970492 
<400> 3984 

agcatttgat atgtgcaccc agctaattag gcatgaaaca ggggcacagg a 51 

<210> 3985 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_featiire 
<222> (25)'... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439S8878 
<400> 3985 

gaacgcgaac tgtgccatgg gagcgccgca gggggaggag tccttgcagt 50 

<210> 3986 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958878 

* 

<400> 3986 

ccatgggagc gcccgcaggg ggaggggtcc ttgcagttgg tgcctacgga g 51 

<210> 3987 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2€) . . . (O) 
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<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0)...(0) 

<223> Accession number cg43958878 



<400> 3987 

ggggaggagt cottgcagtt ggtgctacgg agcccgtgcc ctccggagca 50 

<210> 3988 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43926574 
<400> 3988 

aaattaaatt ggatattaaa ttgtatagac atcatttatt aattttaaac t 51 



<210> 3989 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_jfeature 
<222> (0) . . . (0) 

<223> Accession number cg43926574 
<400> 3989 

tattaacctg ccctttacac aaaattacac aaaaagtttc ctgatctctgt 51 

<210> 3990 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927211 
<400> 3990 

tttttttttt tttttttttt ttttatgcca gaggtgagat* -ctttattgac t 51 
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<210> 3991 

<211> «S1 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43951018 
<400> 3991 

tttttttttt tttttttttt tttttattgc ttcactgctt tattfcfctgaa a 

<210> 3992 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) . 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . . . (0) 
" <223> Accession number cg43326821 

<400> 3992 

ggctaacctt gccgcgggcc gagcctgcct cgccatggac caggactatg 

<210> 3993 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949042 
<400> 3993 

ggagaggtgg gctctggcag cgggtttgag gtggcagtga gaagccaggc c 

<210> 3994 . 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg440228S3 



<400> 3994 

tttttttttt tttttttttt tttttaagca attgttttat gtttaattta c 



51 



<210> 
<211> 
<212> 
<213> 



3995 

51 

DNA 

Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43031103 
<400> 3995 

cttcaaagta gcctgctggg agcctagatc atcagaggat gttcatcaga g 51 

<210> 3996 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42919561 
<400> 3996 

ggtgactctg- gagttcttga ggggctccgt gccctgactg tggatgtgag c 51 

<210> 3997 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43313186 
<400> 3997 

gtttgttttt cccctcagcc ctgcccocgt ggggagtctg gtttttctct t 51 

<210> 3998 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <2€) . . - <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43313186 
<400> 3998 

gcctgtgagc acacaggcag cccggaccaa aaaaaaaaaa aaaaaaaaaa a 

<210> 3999 

<211> '51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43313186 
<400> 3999 

cctgtgagca cacaggcagc ccggcacaaa aaaaaaaaaa aaaaaaaaaa a 

<210> 4000 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942622 
<400> 4000 

gggagcggca aggcagggca ggcggcccag gaacctgccc agtgcacagg 

<210> 4001 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43942622 
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<400> 4001 

cataaaaata tcacctcaac fccatcgctga cacacgcatg tcctcccaag g 51 

<210> 4002 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942622 
<400> 4002 

tttttttttt tttttttttt tttttttgtg cacaaaaatg atacatttat t 51 

<210> 4003 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942622 
<400> 4003 

gaaagccacc cataagcccc agctagtctc caggagaaag cccagaaagg t 51 

<210> 4004 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . • (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934408 
<400> 4004 . 

cacaccaggc cctgctctgc cgcagaaaat ggattcccag gccacagagc 50 

<210> 4005 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<-221> allele 
<222> . . .40) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . *0) 

<223> Accession number og43934408 
<400> 4005 

cacagagctg tcaggccttt ^gacttogcag agaocaagca coccagaggc t 51 

<210> 4006 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis creature 
<222> (0) . . . (0) 

<223> Accession number cg43934408 
<400> 4006 

acccttctoc tatgcctccc agggttactg -fegtcfccaaag aaoctcttcc c 51 

<210> 4007 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934408 
<400> 4007 

gcctcccagg gtactgtgtc tcaaaaacct cttccctcct gggaaccatt 50 

<210> 4008 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . «>) 

<223> Accession number cg43934408 
<400> 4O08 
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51 



<210> 4009 
<211> 50 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934408 
<400> 4009 

tgtctcaaag aacctcttcc ctcctggaac cattttccac tcctctttct 

<210> 4010 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43934408 



50 



<400> 4010 

tctcaaagaa cctcttccct cctggaacca ttttccactc ctctttcttt 



50 



<210> 4011 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f<eature 
<222> (0) . ... {0) 

<223> Accession number cg43 980328 



<4O0> 4011 

aagact<:atg aagtataatc tctcaccttc tttctctttc 



51 



<210> 4012 
<211> SI 
<212> DNA 
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<220> 

<22l> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<22l> misc_f«ature 
<222> (0) . . . (0) 

<223> Accession number cg43980328 
<400> 4012 

atcttctttc tctttcccct gcccaggccc taagttaggg ttcocafecca t 51 

<210> 4013 

<211> 51 

<212> DNA 

<213> Homo sapiens 

« 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43980328 
<400> 4013 

ggtcaggtgg catttgctat ctctgggatt ccctgcccat gaaagocaca a 51 

<210> 4014 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43980328 
<400> 4014 

aaactgtggt ttaaaaacaa aacaacccaa ccactgtgaa atatttattt t 51 

<210> 4015 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980328 
<400> 4015 

t-gattaaacc • agtgcagaaa aatactaagt acattgggtg aacgatgagc t 51 
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<210> 4016 

<211> 51 

<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> tnisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980328 
<400> 4016 

cagaaaaata ccaagtacat tgggtaaacg atgagctagc tgttctagta t 51 

<210> 4017 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980328 
<400> 4017 

ctttttgtaa tccagttaag accatgagca tatacaacat catcactaac t 51 

<210> 4018 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<22 3> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980328 
<400> 4018 

cagttaagac catcagcata tacaatatca tcactaactc aacaatgtag c 51 

<210> 4019 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 
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<400> 4019 



<210> 4020 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<22 3 > Accession number cg430S€973 
<400> 4020 

gagtgcctca gcagcttctc cacatcctct fccagtoccca aagfctggaga a 

* » 

<210> 4021 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922182 



51 



<400> 4021 

cctccttttt cggtttcctc ttgtcttttt ttttttattt ttattacgaa g 



51 



<210> 4022 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922182 



<400> 4022 

cggtttcctc ttgtcttttt ttttttattt ttattacgaa gtttcattct t 



51 



<210> 4023 
<211> 50 
<212> DNA 
<213> Homo 



<220> 

<221> allele 
<222> (26) . . 



(0) 
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<223> singl-e nucleotide polymorphism 

<221> misc^feature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44013054 
<400> 4023 

tacacacaca cacacacaca cacaccttac acacatgcac acatcctaag 50 

<210> 4024 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40296063 
<400> 4024 

agccctatgg gtggggatgg caccgcctac cgccgagaga gttgaagctg 50 

<210> 4025 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 971058 



<400> 4025 

cattagtaac ataactcaac atcctcaatt tggtatagat gtgacacatt t 51 

<210> 4026 

<211> 51 

<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg27359628 
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<400> 4026 

tt-cccatgcc ocfccocacgg tcagcfccocc ga43ggccfcgg gtgagggctg a 

<210> 4027 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg27359*628 
<400> 4027 

gcaccccgat ggcctgggtg agggcagata ggotgofcctg acaocatggg g 

<210> 4028 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg27359628 
<400> 4028 

accccgatgg cctgggtgag ggctggtagg ctgctctgac aecatgggga g 



<210> 4029 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg27359628 
<400> 4029 

acaaggggaa taaagtggga. cccttcccca tgcocctccc acggtcagca c 



<210> 4030 . 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> t26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4391€582 
<400> 4030 

aacagttatc tcagagggtc aaccatacaa tgtcatacag agacgctggt c 51 

<210> 4031 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43980777 
<400> 4031 

tcttttgagg ctttacaatt acaaacgaca atgatgtcaa cccatttatc a 51 

<210> 4032 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43075307 
<400> 4032 

gtatagacca acactgtcca accaacagaa ctttctgcca tgatggcata t 51 

<210> 4033 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f-eature 
<222> (0) . . . (0) 

<223> Accession number cg43075307 
<400> 4033 

gaaataagag tcagtataga ccaacgctgt ccaaocaata gaactttctg c 51 

<210> 4034 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258841 
<400> 4034 

gaaatacatt cttttcacat gataacgttt tcgcccttat ttatggtctt t SI 

<210> 4035 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999171 
<400> 4035 

tttttttttt tttttttttt ttttttttac caaacccaac atttattgag a SI 

<210> 4036 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432558S5 
<400> 4036 

taagctaaaa aacaggctga aaaagaaatt cccaaagaga gttaacaaaa c 51 

<210> 4037 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4391886 s 6 
<400> 4037 

ccacacccag c - 51 



<210> 4038 
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<211> 51 

<212> DNA 

<2X3> Homo sapiens 

<220> 

<221> allele 
<222> (26)... <0). 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963125 
<400> 4038 

tagaggaaaa ctgtaatata aatgcatttt tttttttttg cttttaaagg a 51 

<210> 4039 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963125 
<400> 4039 

gggtctagta cagaatagac agtaattctt tgttgaaaga actcttttat t 51 

<210> 4040 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963125 
<400> 4040 

tcaagacttt gctcactagt cagactgtaa tttttagaag gaataggagc a SI 

<210> 4041 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_€ea<ture 
<222> <0) . . . <0) 

<223> Accession number ,cg43949732 
<400> 4041 

tgaagaaetg aaggagtcct gcatcttttt tttt-tatotg cttotgttta SO 

<210> 4042 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949732 
<400> 4042 

aaggagtcct gcatcttttt tttttatctg cttctgttta aaaagccaac SO 

<210> 4043 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949732 
<400> 4043 

aggagtcctg catctttttt ttttttatct gcttctgttt aaaaagccaa c 51 

<210> 4044 
<211> 50 
<212> DNA 

» 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> <0) . . . (0) 

x223> Accession number cg43949732 
<400> 4044 
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gttttagfctc cttacaaaca gggttggggg gggaagggcg tgcaaaaact 

<210> 4C45 
<211> 50 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43949732 
<400> 4045 

tccttacaaa cagggttggg gggggaaggg cgtgcaaaaa ctaacattga 50 

<210> 4046 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43274303 
<400> 4046 

attgggaoca ccggctggtg gtgcatgtcc agaacattct gggggctgca g 51 

<210> 4047 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43943285 
<400> 4047 

attgaccoac aaagtttcag aaattctotg aaagtttctt ccttttttct c 51 

<210> 4048 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> <2€) . . .10) 

<223> -single nucleotide polymorphism 

<22i> mis cofeature 
<222> (0) . . - <0) 

<223> Accession number cg43971614 
<400> 4048 

cctttatcaa aaaaaaattc tattcttttt at-fccagtttt taaacataoc a 

V 

<210> 4049 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) , . . (0) 

<223> Accession number cg43040311 
<400> 4049 

atggaataga t^ttgccaaa cctcattgca tatttacagt afctttaagca t 

<210> 4050 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040311 



<400> 4050 

ttatgtgcaa aattccattt aaaaatcatt tacaaaagta caacacagta 

<210> 4051 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg440345S5 
<400> 4051 

gaagtgaggg cccaaaatag ggagtttggs tgatgagggt ggagtfccaaa t 
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<210> 4052 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962954 
<400> 4052 

ctgagtgtca cggggccagg ggaagctgga gccaaaacca agtctctggg 50 

<210> 4053 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43962954 
<400> 4053 

tcacggggcc aggggaaggc tggagcaaaa ccaagtctct gggggcgggg 50 

<210> 4054 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43962954 
<400> 4054 

cacggggoca ggggaaggct ggagcaaaac caagtctctg ggggcggggg 50 
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<210> 405S 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . {0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962954 
<400> 4055 

tagagacggg agaagtccag tgtgocgttc cacctocctc caagfccocaa g Si 

<210> 4056 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43962954 
<400> 4056 

aggccggcgt ggtcaggtcg ggggcaggag ggccgggcct ggcfectgtct c 51 

<210> 4057 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43962064 
<400> 4057 

ctgtcaacct tttattggga gtggacacat gaggttcagc tcgtg<*2ggg 50 

<210> 4058 . 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide ^polyrnotphism 
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<221> misc — feature 
<222> {25) . . . (2-6) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_f eature 
<222> (0) . . - (0) 

<223> Accession number cg43962064 



<400> 4058 

acactgacgc cacactgagc aggatcacgg cocggggctc acactgtcca 50 

<210> 4059 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ...(C) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> <0) . . . <0) 

<223> Accession number cg43962064 
<400> 4059 

gggactgtgg ctcagctgac ccgtgcacag ctgcacctaa gacatggccc 50 

<210> 4060 , 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43962064 



<400> 4060 

gacatggccc tggctaggcg ggaacggctc acagtagcga tacattcaca g 51 

<210> 4061 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<221> misc_f eature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi sc_£ea*:ur-e 
<222> (0) . . .<0) 

<223> Accession number cg439€£064 
<400> 40€1 

gctcacagta gcgatacatt cacagacara gttggtgtcc agaaaagggg 50 

<210> 4062 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962064 
<400> 4062 

cagcagctca tgcccggcat ccgccatgct gggagactcc otgaaaggtg SO 

<210> 4063 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43^62064 
<400> 4063 

tgctgggaga ctccctgaaa ggtggcacct gccgtctatg aggaggtgtc 50 

<210> 4064 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis c__f ature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 23 and 26 

<221> mi-sc feature 
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<222> (0) . . . (O) 

<223> Accession number cg43924291 
<400> 4064 

atatgcttta agacgctttc gtccattcat accgctcatt ctcaagcgcc 50 

. <210> 4065 
<211> 50 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi.sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43924291 
<400> 4065 

atgctttaag acgctttcgt ccattcatac cgctcattct -caagcgccac 50 

<210> 4066 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 924291 
<400> 4066 

tgctttaaga cgctttcgtc catttfccata ccgctcattc tcaagcgcca c 51 

<210> 4067 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (25) . , . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi sc_f eature 
<222> <0) . . . <0) 

<223> Accession number cg42300443 
<400> 4067 

tggtggagct ttggagcfcga ggcggcaagg octctcagat ggtcacgctg 50 
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<210> 4068 

<211> 51 

<212> DNA 

c213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027341 
<400> 4068 

attgtaccta agtaaatttt ctttaggfcca gaagoocatt aaaatagtta c 51 

<210> 4069 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996S64 
<400> 4069 

caaactcagt aggagtgcaa gggctatacc cccggagcta gacagcctgg g 51 

<210> 4070 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996564 
<400> 4070 

accttgccaa gtagatgcat atggagcatg gaatgaatgg tgtctgctgt g 51 



<210> 4071 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f -e ature 
<222> (25) . . . (2€) 
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<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 9965^4 
<400> 4071 

cttgccaagt agatgcatat ggacaggaat gaatggtgtc tgctgtggtt 50 

<210> 4072 

<211> 50 

<212> DNA ' 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980318 
<400> 4072 

tgagagggag gggaaaagac tttctaaata tttcatttat gacctgcaaa 50 

<210> 4073 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980318 
<400> 4073 

atatttcatt tatgacctgc aaattcaaga ataaagacac tgaagtaagt t 51 

<210> 4074 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg439803l8 
<4O0> 4074 

aagacactga agtaagtttg aagcctctac agttgtttcc agtcttttca g 51 
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<210> 407S 

<211> 51 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980318 
<400> 4075 

ctctcatggt gccacgtttt tttfcttcaat gtttagtaat agtataatcc a 51 

<210> 4076 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980318 



<400> 4076 

ctctcatggt gccacgtttt ttttttcaat gtttagtaat agtataatcc a 51 

<210> 4077 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases. 25 and 26 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43965612 



<400> 4077 

cagtagctga aggggcctga gcagactggt gctgggaggg googgcatgg 50 

<210> 4078 . 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



1158 



AISDOCID: <WO. 



0147944A2_I_> 



WO 01/47944 



PCT/US00/35498 



<221> misc_ 
<222> (O) . . .-(0) 

<223> Accession number cg43920589 
<400> 4078 

tttatatcac tgtttttcac tgtttctgtg gacaaataat ggttgctttg c 51 

<210> 4079 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature- 
<222> (0) . . . (0) 

<223> Accession number cg43920589 
<400> 4079 

acctacccaa aagctgtagt cacacatcct aaaggccaag caaacccacc g 51 

<210> 4080 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920589 
<400> 4080 

cgtcctaaag gccaagcaaa cccactggga tggtgggggg tcttggagcc a 51 

<210> 4081 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . {0) 

<223> Accession number cg43985156 
<400> 4081 

ggtgacgggc tccgggctcc cgagggaaga gcatcggggg ctgagggatg 50 
<210> 4082 



1159 

JSDOCID: <WO 01 47944 A2J_> 



WO 01/47944 



PCT/GSOd/55498 



<211> 51 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4398SlS6 
<400> 4082 

ctttcttctc tgaaaaaaac taattaaaat fctgct-tttct tttttttaac t 

<210> 4083 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43315249 
<400> 4083 

catttaactc cccaggttaa acaccctgta atttaccttg aagctctbta c 

<210> 4084 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43315249 
<400> 4084 

acttcagaga aaaatcccag atgacagcac tggacaggtt ataaagagtt c 

<210> 4085 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Aooession number cg43292372 
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<400> 4085 

agoccttggg aagcccatct cagggagatc caggagcaga tggccaaaaa a 51 

<210> 4086 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021361 
<400> 4086 

ttatttggaa gggcagagtc caaccaaccc caggtcctga gggtagactc a 51 



<210> 4087 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917689 
<400> 4087 

cagggccaag agcgcctcac aaaggctgct gccttgaact tggcctgggg 50 

<210> 4088 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<2 23> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43976131 



<400> 4088 . 

gcggaatggg aagcagttta tggagctaag tggggctctg ctatttcccc c 51 

<210> 4089 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymoagphism 

<221> misc_£eature 
<222> <0) . . . (0) 

<223> Accession number «cg439?613l 
<400> 4089 

ttccagggca gagtgagggg cagacaggat gaggcfccttc 

<210> 4090 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number og4397lS131 



PCT/USOO/35498 



<400> 4090 

cgaggcaggg tocccaagtg 

<210> 4091 
<211> 51 
<212> DNA 

<213> Homo sapiens 



gaggcagggc gggacgtgag aggatggggg c 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43928134 



<400> 4091 

attcaaatgg aaacagacaa tttaaaaaag agaagtaaaa aaatttattg c 

<210> 4092 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928134 



51 



<400> 4092 



<210> 4093 
<211> 51 
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<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43928134 
<400> 4093 

atggaaacag acaatttaac aaagaaaagt aaaaaaattt attgcagtat t 51 

<210> 4094 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928134 
<400> 4094 

gaaacagaca atttaacaaa gagaaataaa aaaatttatt gcagtattcg c 51 

<210> 4095 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_fe at ur e 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981846 
<400> 4095 

aatatgtgtt gtatgtcttt tttgcttttt ttttaaaaaa aagaataact 50 

<210> 4096 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

m 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> <25) . . . «(26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_j£eature 
<222> (0) . . - (0) 

<223> Accession number cg4398l846 
<400> 4096 

tgtatgtctt ttttgctttt tttbtaaaaa aaagaataac tttttttgcc 

<210> 4097 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<:220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43950654 
<400> 4097 

actgaagaac cataaagaaa agatgaaaaa aaaactatca aagaaagatg 

<210> 4098 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950654 
<400> 4098 

ccataaagaa aagatgaaaa aaaaactatc aaagaaagat gaaataataa 

<210> 4099 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> <25) . . . (26) 
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<223> Nucleotide deleted between bases 25 and 26 

> 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg427S0618 
<400> 4099 

gccaggttat accctaggac ggtgtcttcc ctccctccta gggtgggagg 50 

<210> 4100 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43922856 
<4O0> 4100 

agttgaacgt gccaaagaga taccactcag ttggattttc tagggtcaac a 51 

<210> 4101 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923262 
<400> 4101 

gctaatggcg atcatctttg ccaccgcctg gggagagcct gcttgggaat g 51 

<210> 4102 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg41637€61 
<400> 4102 

tgggccgcca gactcgggag aggctgcgtc ttgtgcaagg gt-cctgtggg c 51 

<210> 4103 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 932322 
<400> 4103 

tctttttttt tttttttttt ttttttattt ttttttgttt tttocaattt a 

<210> 4104 
<2ll> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933215 



<400> 4104 

gtcctcccca gccaagtcag gtgcctagcc cagaccctgc cotgg<:aagg t 

<210> 4105 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43330158 
<400> 4105 

acctgagcca ccctcagcag gagctgggtg gcccctgagc tccaacggcc 

<210> 4106 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_€eature 
<222> (0) . . . (0) 

<223> Accession number cg439S7219 
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<400> 4106 

gagaggaaca ttccatttat ttgtattgga tttcctctgg agggcatgta c 51 

<210> 4107 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

» 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43955823 
<400> 4107 

cttatctgtt caaatatacc tggaaaggaa atacacagag ggttcagcag a 51 

<210> 4108 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930174 



<400> 4108 

gtggcaggac tcgtgggccc tctccagcct gtttcccctg ccactccagc c 51 

<210> 4109 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930174 



<400> 4109 

cctgtgggac -cgttcctcct agccctgtgg tttggaacca gtggctttgg g 51 

<210> 4110 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 
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<221> miscjfieature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> rai-s c_£e at ur e 
<222> (0) . . . (0) 

<223> Accession number cg43948360 



<400> 4110 

gcaaggcagc ggaggggcag tggggcccag catcocctga agcctcaoct 



50 



<210> 4111 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948360 
<400> 4111 

aggcagcgga ggggcagtgg ggcccagcat cccctgaagc ctcacctgca SO 

<210> 4112 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43962127 
<400> 4112 

tcagatcagc agaccgagtc gaaatctgat tcttcaaagc aagtattgct t 51 

<210> 4113 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_fe a t ure 
<222> (0) . . . (O) 

<223> Accession number cg43962127 



<220> 
<221> 



allele 
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<400> 4113 

ctttaccctt gtccfcgaatcj cagtctgt<ca tatgaccact aacttgcatg t 51 

<210> 4114 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43962127 
<400> 4114 

atgcagtccg tcatatgacc actaatttgc atgtgaocaa atgtttgcag a 51 

<210> 4115 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43962127 
<400> 4115 

cagagtgttt tttagatatg ctctcagtga gccgtcatcc gtcaatccaa g 51 

<210> 4116 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43962127 
<400> 4116 

gtcttatttt ccagtaaaat attcaaataa tgtcaaaaga atgaaatgat a 51 

<210> 4117 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> miscj£eatur« 
<222> (OJ . . . <0) 

<223> Accession number cg43 952917 
<400> 4117 

tcttactttg gcaagagaaa acagaagtat ttfctgcfccct cttctaccca a "51 

<210> 4118 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2*) 

c223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940463 
<400> 4118 

aagaaccact cctagcctcc gcaggctctt ttgggaaccc ctocotgctt SO 

<210> 4119 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4396€S06 
<400> 4119 

tcaccatgtt ggccaggctg gtctcaaact cctaacctca ggcgatccac c 51 

<210> 4120 

<211> 51 

<212> DNA 

<213> Homo sapiens 

■ 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439S6506 
<400> 4120 



<210> 4121 
<211> 50 
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<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<221> misc_feafcure 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983092 
<400> 4121 

tagctaatta tttacaaact catttaaaga ctagaatttt aaatcgaagg 50 

<210> 4122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983092 
<400> 4122 

tcctggtttc cttttttggc cccgcacaga aaagatggat gtagtaagaa 50 

<210> 4123 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . , (0) 

<223> Accession number jcg43947107 
<400> 4123 

gaocaagcag agaotaggcc tcaggtagcc cagcagggct tcctgtgtcc 50 

<210> 4124 
<211> SO 
<212> DNA 
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<213> 



Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948144 
<400> 4124 

taatatgttt attagttctc tttggaaaaa actaccactg tggfecttaaa SO 

<210> 4125 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948144 
<400> 4125 

actaccactg tggtcttaaa agggaacaaa atataccata ggctaaaact a 51 

<210> 4126 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4267€981 
<400> 4126 

ccgagacagg tgtgcatggt gggtgcccct gctgatggtg tgaggtcaga SC 

<210> 4127 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2€) . . . <0) 
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<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

«c223> Accession number cg42€76981 
<400> 4127 

ctgctggagc gtgccagagt ccggagcctc actccaggtc ggcctccacc 50 

<210> 4128 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between ba-ses 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42676981 
<400> 4128 

tgctggagcg tgccagagtc cggagcctca ctccaggtcg gcctccacct 50 

<210> 4129 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4129 

tacattgagg aaagtgagat tcacagcaca aataccaaga tgaccaatga a 51 

<210> 4130 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (0) . . . <0) 

<223> Accession number cg43968343 
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<400> 4130 

cagaggggac tctocgtacc ^cttfccgggag ggttfetgggc aataaagcca a 51 

<210> 4131 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4131 

tttgggcaat aaagccaaaa t<:tgtgct-ta aataggtgtg tctcataaga c 51 

<210> 4132 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4132 

gtgtgtctca taagacaaat ttttagctca tttattaaag gtcofcgatgg a 51 

<210> 4133 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4133 

ttttaactca tttattaaag gtcctaatgg acattccaaa ctagtaactt a SI 

<210> 4134 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2«) . . . (0) 

<223> single nucleotide -polymorphism 



1174 

NSDOCID: <WO ;01 47944 A2_l_> 



WO 01/47944 



PCTYUSO0/3S498 



<221> misc_£eature 
<222> (O) . . . (0) 

<223> Accession number cg43968343 
<400> 4134 

tgcctaacgc cacggggtcc aocggcgggg gtcacagctg ctggctggtg a 51 

<210> 4135 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4135 

ggaggaaaga gaaagtgatc tttacatttt tttcatggaa ccaccgggga t 51 

<210> 4136 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4136 

gaggaaagag aaagtgatct ttactatttt ttcatggaac caccggggat c 51 

<210> 4137 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4137 

aggaaagaga aagtgatctt tacttatttt t-catggaacc accggggatc t 51 

<210> 4138 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_jfeature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4138 

aaagagaaag tgatctttac ttttt-ctfcca -tggaaccacc ggggat-cfctt t 51 

<210> 4139 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4139 

aaatggcatt aaaaatatct acaggcaagg actaocacga aatacaatat t 51 

<210> 4140 

<211> 51 

<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968343 
<400> 4140 

cacatgtccc attgtatcac tatacttttt tataataaaa aatcgtaaat t SI 

<210> 4141 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> (0).,.(0) 

<223> Accession number *cg43987280 
<400> 4141 

cttgacatgc acacatatat ggatccaaaa gtatgtacaa ctagaaaaac g 51 
<210> 4142 
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<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43987280 
<400> 4142 

tgacatgcac acatatatgg atcaacaagt atgtacaact agaaaaacgg a 51 

<210> 4143 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43987280 
<400> 4143 

gtacaactag aaaaacggac tccaaccaaa aatggaaaac atgtttccat g 51 

<210> 4144 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 
- <223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43274910 



<400> 4144 

gaggtcacat gtagctgagt gtgaaccaag aaaaatacga agcttcaaaa 50 

<210> 4145 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> <0) . . . <0) 

<223> Accession number -og4 32 74 910 
<400> 4145 

gctfecaaaag taotgtgcgt tgtatotctt. cattctotgg caggotggga g 51 

<210> 4146 
<211> 51. 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . • (0) 

<223> Accession number cg43274910 
<400> 4146 

cacttagaag aatgcctgga acacactaac tttcattact aatgtttttg g 51 

<210> 4147 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg43274910 
<400> 4147 

tccatacact ccctccactg agaaaaagac aaatggctta ggctacaagg t 51 

<210> 4148 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2-6) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43918854 
<400> 4148 

ctggccaagt ctggccagcc -fcggectgcag gtctcccatg aaggccaccc 50 

^210> 4149 
<211> SO 
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<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2-6) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918854 
<400> 4149 

gcaagaaggc ctcctcagcc cggggctatg gccctgaccc cagctctcca 50 

<210> 4150 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . , (0) 

<223> Accession number cg43918854 
<400> 4150 

tcctcagccc gggggctatg gcccttgacc ccagctctcc actctgctgt t 51 

<210> 4151 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918854 
<4O0> 4151 

cactctgctg ttagagtggc agctctgagc tggttgtggc acagtagctg g 51 

<210> 4152 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<400> 4152 

ccgagctggt tgtggcacag *tagcfctgggg agacctcagc acjggcfcgotc a 



SI 



<210> 4153 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> (0) . . . (0) 
. <223> Accession number cg43 918854 

<400> 4153 

ctggttgtgg cacagtagct gggga-tgacc -teagcagggc tgctcagfcgc c SI 

<210> 4154 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 969669 
<400> 4154 

gctgttgctg ttgctgttgc tgttggcatc btgctgctaa tcctgaggct SO 

<210> 4155 
<r211> 50 
<212> DNA 

<213> Homo sapiens 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> misc_jf eature 
<222> (0) . . . (0) 

<223> Accession number cg439€9-6 < 69 
<400> 4155 

ctgtt^ctgt <>gctgCtgct gttggcafcct tgctgctaat cctgaggotg 50 



<220> 
<221> 



allele 
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<210> 4156 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969669 
<400> 4156 

taatcctgag gctggtagca gaatgacatt ggaagctccc accccatatt 50 

<210> 4157 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42896238 
<400> 4157 

tgcttcagca aaccggacca ggaggccagg gccggatgtg gggaccctct 50 

<210> 4158 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43978295 
<400> 4158 

tatcttaccg caacaccaaa gaggagctca gccttcccca gttccctgag 50 
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<210> 41S9 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43978295 
<400> 4159 

ccgcaacacc aaagaggagg cfccagctfccc ccagttcoct gagtttzacat SO 

<210> 4160 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> mxsc_ 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43978295 
<400> 4160 

cgcaacacca aagaggaggc tcagcttccc cagttccctg agttcacatt 50 

<210> 4161 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222>. (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4397&295 
<400> 4161 

caggaccaat caatgtcccg ggaggcagag agggtggtgg ggccacactt 50 

<210> 41«2 

« 
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<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eatur e 
<222> (0) . . . (0) 

<223> Accession number cg43978295 
<400> 4162 

ccatatggaa agacagtatt ctcagttgag ggcaggactt ttttgtggga g 51 

<210> 4163 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43978295 
<400> 4163 

cctttttttt tttttttttt tttttataaa tattcattat ccttcattaa a 51 

<210> 4164 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43978295 
<400> 4164 

tttttttttt tttttttttt ttttttaata ttcattatcc ttcattaaaa a 51 

<210> 4165 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<22l> m±ec_j£eatuare 
<222> (0)...(O) 

<223> Accession nuirtrer -cg42913fr61 



<400> 4165 

accgtgtacc ocgttcccgc gggggotgga agaagoccac -ocgggactgc 



50 



<210> 4166 

<211> 51 

<212> DNA . 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg429138-61 
<400> 4166 

tgctgctata aaaataactt ttttttcaaa t-ggcagtttc tgaotaatca t 51 

<210> 4167 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 4167 

gcgctcggcc aagggcaact tctgggcaca cgcagat<:gg caagtgctat g 51 

<210> 4168 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 4168 

ggcgggcagg tgagtgggca ggggccacgt ocacggccag ccctgatggc t 51 

<210> 4169 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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<22l> allele 
<222> (26)... (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg42913861 
<400> 4169 

gcacgtccac ggccagccct gatggttggg cocacatggg caacttctgc a 51 

<210> 4170 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg42913861 
<400> 4170 

ccatcctcag cagttcaaga atgccacctc cccgocattt cctcctgcgg t 51 

<210> 4171 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932825 
<400> 4171 

catgcctgga ggttagtctg gggggccggc gggatggaca cacagacaga c 51 

<210> 4172 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> i2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> tO) . . . (0) 

<223> Accession number cg43971224 
<400> 4172 

accccataga cacaggcagc attaactcat aatttttaaa ttaactgtca c 51 

<210> 4173 
<2ll> 51 
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<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43918561 
<400> 4173 

ctagacgcag cccgcaggca gccccacacc cgocjgcctcc -tgcaccgaga g si 

<210> 4174 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feafcure 
<222> (0) . . . (0) 

<223> Accession number cg43952397 
<400> 4174 

tggtctttca gtcaacgtgc tagaaaccga tgacttatta atctctaat-t t 51 

<210> 4175 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43952397 
<400> 4175 

caagaaggct ggggctggcc ctgggctcat catgatgctt fccctggatct 50 

<210> 4176 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 
<22l> mi so feature 
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<222> (0)...<0) 

<223> Accession nunfcer cg43952397 
<400> 4176 

attcaaaggg acgccagcca tccttagtga caggggcccc aacttagcat c 51 

<210> 4177 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) •..(0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986954 
<400> 4177 

aatcatttat ttgtctttac agtgacgatg gaagaatgta caggtgtccc c 51 

<210> 4178 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984330 
<400> 4178 

aaagaaacgg ccttgtcccc aaaggtctcc tcttgaagga atgggggcag 50 

<210> 4179 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44916S23 
<400> 4179 

ccaccctgct tggoccaggc tatgctagaa gcaagtcaaa ggcaggtaga 50 
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<210> 4180 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<220> 

<:221> allele 

<222> (12) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg4491"6523 
<400> 4180 

tttttttttt ttattttatt ttacatgaaa atctfccc 3 7 

<210> 4181 
<211> 38 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (13) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4491€523 
<400> 4181 

tttttttttt tatttttatt ttacatgaaa atcttcca 3 8 

<210> 4182 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44032871 
<400> 4182 

cagcttcctg aggaggggcc ggcccctcct cttgcccotg ttgaagcfctg 50 

<210> 4183 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 
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<221> mis cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44032871 
<400> 4183 

gcacaggctg gggaggctgg cactgcaacg ccatccctcc atgttgggca 50 

<210> 4184 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44032871 
<400> 4184 

cacaggctgg ggaggctggc actgcaacgc catccctcca tgttgggcaa 50 

<210> 4185 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f-eature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> <0) . . . (0) 

<223> Accession number cg43960557 
<400> 4185 

gcaacactgc tttattaggc cgggcagcca ggagcagaca cacggctcct 50 

<210> 4186 

<211> 51 

<212> DNA 

<213> Homo sapi-ens 

<220> 

<221> allele 
<222> (26)... X0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43960557 
<400> 4186 

«taggccgggc cagccaggag cagacgcacg gctcctcagt acacattccc c 51 

<210> 4187 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960557 
<400> 4187 

gtcgcggatg ggctgcaaga ggtggcgaag cgcgcctcca cgtcofcccat 5< 

<210> 4188 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42500526 
<400> 4188 

cgctctctag agccaggcac gaccaattgc tgattgggga caggctgfcgc t 5: 

<210> 4189 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

c223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg433l310l 
<400> 4189 

ctttgcttat tttaagtatt ttttttgcct octgtacaaa atacataaaa g 5 
<210> 4190 
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<211> 
<212> 
<213> 



51 

DNA 

Homo 



sapiens 



<220> 

<221> allele 
<222> (26) ..-(0) 

<223> single nucleotide polymorphism 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43994920 
<400> 4190 

caagtgtcca ggcgacgtgg aacccgggtg tcttttatga 

<210> 4191 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 041368 
<400> 4191 

atgagaaaag tactttattc gtgcacaatt tttcagttcc 



<210> 4192 
<211> 51 
<212> DNA 
<213> Homo 



51 



51 



sapxens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934903 
<400> 4192 

ttgaggaacc tacggcctga accttaaaaa aaaaatctct aaagacctta c 

<210> 4193 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



51 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43934903 
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<4O0> 4193 

ctacggcctg aacottaaaa aaaaaatetc -taaagacofct acagfcofcgot g SI 

<210> 4194 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934903 
<400> 4194 

aaaactatta gaccatatat tctatgtttt taaagtgaat ta-tgcataaa a 51 

<210> 4195 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934903 
<400> 4195 

acatgattgc agtaacattc tcaagaaaaa aaaaacccta gtatacttta g 51 

<210> 4196 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42891496 
<400> 4196 

aaaggctggc tcccctggcc gaggctggga ctgatgcaag acagccagcc 50 

<210> 4197 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22l> allele 
<222> {26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> <0) . . . <0) 

<223> Accession number cg43994694 
<400> 4197 

tacctcaggc cctgcgggtg cgtctagagt tccaaggcat ttggggaacc a 51 

<210> 4198 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43994694 
<400> 4198 

acatctgtaa gaccacaaaa aaaaatgggt tttacagaat acgaagacca 50 

<210> 4199 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43261326 
<400> 4199 

acagaaaaat ttaaagtgaa tgtgacgttg gagagagtgg gaaggaaaag t 51 

<210> 4200 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25)... (2€) 

<223> Nucleotide deleted between bases 25 and 26 
<221> raise feature 
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<222> iO) . . - iO) 

<223> Accession nun^er *eg4391704O 
<400> 4200 

ctcatttata cattccatgc cgfccagttaa aactctgctt -tgaatcgatg 50 

<210> 4201 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphi-sm 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 91704 0 
<400> 4201 

tcatttatac attccatgcc gtcagttaaa actctgcttt gaatcgatgc 50 

<210> 4202 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 917040 
<400> 4202 

gccttccaac ctgcctcccg gagggctttc agctggagac cccattggag 50 



<210> 4203 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mi s c_£e ature 
<222> (0) . . . (0) 

<223> Accession number cg43959l48 
<400> 4203 

gacatocttc cagatggttc ootgotccta ggccaacctc cacagtcatg t 51 
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<210> 4204 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917498 
<400> 4204 

ggctccaagc acgccatatg aagcatgcca atgtcactta tgtgccctga t 

<210> 4205 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917498 



<400> 4205 

tcactgtgaa tatcctttag atttcatctt gttaactcag ttttcagtca g 

<210> 4206 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917498 



<400> 4206 

caatgtaaag agagctcgag tgtgggccaa ggcatcggac cttacaccta a 51 

<210> 4207 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <0) . . . (0) 
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<223> AcoesBion number <^j43917498 

<400> 4207 

-tataatcttt attctafcaat 'tctocgecag tgotagaat*: fcfcctrfeoocaa a SI 

<210> 4208 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917498 
<400> 4208 

tttcttgtct aacagtcttt aaggggacat aagaaactca cgfctaaafcta t SI 

<210> 4209 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917498 
<400> 4209 

cataagaaac tcacgttaaa ttataccctg acatattatt attccatgaa a 51 

<210> 4210 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941592 
<400> 4210 

cgccctcctc accgcccttc ctcggcagtc acfctccaotg gtggaccacg g 51 

<210> 4211 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 
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<22l> mis cofeature 
<222> <0) . . . {0) 

<223> Accession number cg43941592 
<400> 4211 

cctgtgtaat acaatgtctg caccagtgct aataaagtcc tattctcttt t 51 

<210> 4212 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44006797 
<400> 4212 

ctgctctgcc catttccatt tgggggccca cagggcaggg tctgtgctat c 51 

<210> 4213 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44006797 
<400> 4213 

cggcttcctc acaaaggagg cagggcccat cacagggtgt cccacccctg 50 

<210> 4214 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg440O6797 
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<400> 4214 
ctt?ccrbcac:a 



aaggaggcag 



ggoocat<:a<: 



agggtgtocc 



acocctgaaa 



SO 



<210> 4215 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 4216 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<2 23> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44006797 
<400> 4216 

cccatcacag ggtgtcccac ccctggaagg ctctcccagc otggaagagc c SI 

<210> 4217 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44006797 
<400> 4217 

gaagagccag aacaaagtgc attgggccca cfccccaccct ctctgagctg c 51 

<210> 4218 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<221> 
<222> 
<223> 



misc_feature 
(0) . . . (0) 

Accession number cg44 006797 



<400> 4215 

cagggcccca tcacagggtg tcccaccctg aaaggctctc ccagcotgga 



SO 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955639 
<400> 4218 

ttaggacctg aacaggggtc ctgccgggct ggggaccctc tctggaaacc t 51 

<210> 4219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 

<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950766 
<400> 4219 

catttagtga acctgcattt catggggggg ggggggtaca cagtatttta 50 

<210> 4220 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43950766 
<400> 4220 

tttagtgaac ctgcatttca tggggggggg ggggtacaca gtattttaat 50 

<210> 4221 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mi sc^feature 
<222> (0)...{0) 

<223> Accession number <=cg43947481 
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<400> 4221 

atcttgccat cctccccttc tggttgtctg 

<210> 4222 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935715 



<400> 4222 
gaatgttgcc 



ctccattcta aggaaagcaa aacaaatcta aatgatottc t 



51 



<210> 4223 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935715 



<400> 4223 

tgtctgtaaa gccaggagat tttgtcgcct gcttttgctg cacattaaga g 51 

<210> 4224 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935715 



<400> 4224 

ccttacatcg agtaacccca attccacccc caccccagtg ctcctactcc g 51 

<210> 4225 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> (2€) . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44914050 
<400> 4225 

gtcacacagc taatgagttc taaacaggga actggactca ggcttgtctg a 51 

<210> 4226 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44914050 
<400> 4226 

tttttttttt tttttttttt tttttctttt ttccaggcca cttttattta a 5i 

<210> 4227 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44914050 
<400> 4227 

tttttttttt tttttttttt tttttctttt tccaggccac ttttatttaa a 51 

<210> 4228 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948829 
x400> 4228 

ctctcaagag aaagaagagt tactattgca ggaacagaca tttttttaaa a 51 

<210> 4229 
<211> 51 
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<2X2> DNA 

<213> Homo ^sapiens 

<220> 

<221> allele 
<222> (26) . : . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0-)...(0) 

<223> Accession number .cg43948829 
<400> 4229 

acagaaaaca ttgttattca cataacaatg tggggctctg tctotgocga c 51 

<210> 4230 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 2 1> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948829 
<400> 4230 

atgtggggct ctgtctctgc cgacagggct gggttcgggc attagctgtg 50 

<210> 4231 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948829 
<400> 4231 

tggggctctg tctctgccga cagggctggg ttcgggcatt agctgtgccg 50 

<210> 4232 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
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' <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948829 
<400> 4232 

acacgagtca cctocaaaga gctgcaactg tttgagaatc tgccaagagg a 51 

<210> 4233 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920203 
<400> 4233 

ttattggccc acagaaggga tgagggcgcg tgaaggggct agggataaga a 51 

<210> 4234 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920203 
<400> 4234 

attggcccac agaagggatg aggacacgtg aaggggctag ggataagaat g 51 

<210> 4235 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> (0)...<0) 

<223> Accession number cg43062448 
<400> 4235 

ttaacagtgt aagaaggaaa atcfcccgaaa aagcagatag acaatgtaga a 51 

<210> 4236 
<211> 51 
<212> DNA 
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<220> 

<22i> allele 
<222> (26) . . .10) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43062448 
<400> 4236 

acatgtggaa cttaactaga ccattctaag aaagaocaat ttctaatgca a 51 

<210> 4237 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0)...{0) ' 

<223> Accession number cg43062448 
<400> 4237 

attttaagaa agaccaattt ctaatccaaa ttttctgagg ttttcagatt t 51 

<210> 4238 
<211> 51 
"<212> DNA 
<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg430€2448 
<400> 4238 

ttttaagaaa gaccaatttc taatggaaat tttctgaggt tttcagattt t 51 

<210> 4239 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg439851S9 
<400> 4239 

aaggcatgat agtgcaagag gtaagotttt gatttataga acatttatag a 51 
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<210> 4240 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ♦-•(0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43950854 
<400> 4240 

ataggcaaat tcagaggtga tttcatcatt ttcaaattat catcaagagt g 51 

<210> 4241 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969195 
<400> 4241 

caagtttgtg tatcagagcg ggagttcggg ggagggaaag aaaacaaaca g 51 

<210> 4242 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969195 
<400> 4242 

cggtgcgccg gacccacgcc ggaggccgag ctacaggccc tggcgcggga c 51 

<210> 4243 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> -single nucleotide polymorphism 

<22i> mis cofeature 
<222> <0) . . . (0) 
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<400> 4243 

ccgcact<:ac ctgggggttg gggcaatcpcc gcgcfcgtgct gcotgfccfctc g 51 

<210> 4244 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43 999944 
<400> 4244 

ggtgggtgca gccagcgtgc gggaacgggc aggcagocfcc ccgotg^cag t 51 

<210> 4245 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999944 
<400> 4245 

tctgggtctg tgtagctggg gagaggatga ggctgcagag atggggaoca g 51 

<210> 4246 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43999944 
<400> 4246 

ctcccacaat ttatcccatg agcaataacc actttatagc ^ggcata^at t 51 

<210> 4247 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984681 
<400> 4247 

ttgcgacact cccaaagccg taaggocgac ccaggcatct tggcccccag 50 

<210> 4248 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_jfeature 
<222> (0) . . . (0) 

<223> Accession number cg43 049444 
<400> 4248 

atcacgtagg ccaggagcct cagcgctgcc ccttcaggct catctggcaa g 51 

<210> 4249 
<211> 50 
<212> DNA 
<213> Homo 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43049444 
<400> 4249 

goccttccca cctggttggt gacaatcaca aggtggtaga agttgccagg 50 

<210> 4250 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mis c_£eat uce 
<222> <0) . . . (0) 

<223> Accession number -cg43049444 
<400> 4250 

ctggttggtg acaaatcaca aggtgtagaa gttgccaggg acagafcaaca 50 

<210> 4251 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (17) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44013820 
<400> 4251 

tttttttttt tttttttaag aaggtagata aatttattgc ca 42 

<210> 4252 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (18) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44013820 
<400> 4252 

tttttttttt ttttttatag aaggtagata aatttattgc cac 43 

<210> 4253 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (19) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 013820 
<400> 4253 

tttttttttt ttttttaatg aaggtagata aatttattgc cact 44 

<210> 4254 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (2€) . . - (O) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg44 013820 
<400> 4254 

ttaaatatat ctatttagtt tttttctttc cttaccctga gatatttatt a 51 

<210> 4255 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934675 
<400> 4255 

cagtctctgc aggtaccaga ttccctgttg tatccaactg catacattta c 51 

<210> 4256 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi sc_f eature 
<222> (0) . . . <0) 

<223> Accession number cg43 932174 
<400> 4256 

aagcgctgca aaatccctgg cggtgccgca atctaacgtc tacaataacc 50 

<210> 4257 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eat ure 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_featuar-e 
<222> (0)...<0) 

<223> Accession number cg43932174 
<400> 4257 

gcgctgcaaa atccctggcg gtgocgcaat -ctaacgbcta caataaoctc SO 

<210> 4258 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 932174 
<400> 4258 

agacggcaag tcgccgcgga cgcctgggct ctcagctgct gaacaatgac 50 

<210> 4259 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43932174 
<400> 4259 

cggcaagtcg ccgcggacgc ctgggctctc agctgctgaa caatgacatc 50 

<210> 4260 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^teature 
<222> (0) . . . (0) 

<223> Accession number «cg4 3 932 174 
<4O0> 4260 
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51 



<210> 42-61 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43995867 
<400> 4261 

ttgttgtttc taaatctata tgagatttga caataagtat ttttattata a 51 

<210> 4262 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43995867 
<400> 4262 

ttctaaatct atatgagaat tgacataagt atttttatta taactcagcc 50 

<210> 4263 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995867 
<400> 4263 

taaatctata tgagaattga caatagtatt tttattataa ctcagcccat 50 

<210> 4264 
<211> 50 
<212> DNA 



1211 



MSDOOD: <WO. 



.01 47944 A2J_> 



VTO 01747944 
<213> Homo -sapiens 



PCT/H500/354S8 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . - (26) 

<223> Nucleoside deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43995867 
<400> 4264 

tatgagaatt gacaataagt attfctafctat aactcagcoc afcacatartat SO 

<210> 4265 
<211> 50 
<212> DNA 

<213> Homo sapiens 

<220> - 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43995867 
<400> 4265 

attgacaata agtattttta ttatacfecag cccatacata tatactatgt 50 

<210> 4266 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43995867 
<400> 4266 

taagtatttt tattataact <:agocataca -tataJtactat gtatgcagtg SO 

<210> 4267 
<211> 51 
<212> DNA 

<213> Homo -sapiens 
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<220> 

<22l> allele 
<222> (26)... {0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43995867 
<400> 4267 

ctcgtgccgt tacggccatc acggccgccg cagtggcgtc ctggagccct c 51 

<210> 4268 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43293087 



<400> 4268 

gaatggagaa gggtaatagg ttggttgcag tgaatgggct gggggtgggg t 51 

<210> 4269 

<211> 50 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43293087 



<400> 4269 

taacctcaat tatgcatttg tccccaaccc cactgagaac taaatgctgt 50 

<210> 4270 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . .<26) 

<223> Nucleotide deleted between bases 25 and 2€ 
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<221> misc_€eatua3e 
<222> (0) . . .<0) 

<223> Accession numbear cg4391*6607 
<400> 4270 

aggccaggct gcaggggcgg gcagaootgg gccocgggtc tacgctttct 50 

<210> 4271 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916807 
<400> 4271 

gccaggctgc aggggcgggc agacctgggc cocgggtcta cgctttotgg 50 

<210> 4272 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916807 
<400> 4272 

aagatctcca cttcggtctg ccattaaaaa aaaaaaaaaa tctttctctt c 51 

<210> 4273 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0)...(0) 

<223> Accession number -cg43916807 
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<400> 4273 

aagatctcca cttcggtctg ccattaaaaa aaaaaaaatc tttctcttct 50 

<210> 4274 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916807 
<400> 4274 

cggtctgcca ttaaaaaaaa aaaaatettt ctcttctttt ctctttaaag 50 

<210> 4275 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916807 
<400> 4275 

ggtctgccat taaaaaaaaa aaaaaatctt tctcttcttt tctctttaaa g 51 

<210> 4276 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43916807 
<400> 4276 

gggg'tgcagc aggcatgaca ccaagcagag cccgcagcag ggggcccggg 50 

<210> 4277 
<211> 50 
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<212> DNA 

<213> Homo -sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0). . . (0) 

<223> Accession number cg43948416 
<400> 4277 

attgtccatc ccatgaggca gggctggcca tgocaagaca atotcaagga 

<210> 4278 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43948416 
<400> 4278 

ccttcctgcc cttggaaatg gcgtgctggg caatagggac aggccacagt 50 

<210> 4279 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948416 
<400> 4279 

cttcctgccc ttggaaatgg cgtgctgggc aatagggaca ggcca<:agtg 

<210> 4280 
<211> "50 
<212> DNA 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43948416 
<400> 4280 

cgcaggaggc ccctggagca gcctgcctca gcccagggca ggtgcccaga 50 

<210> 4281 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920365 
<400> 4281 

aatggagaaa gaaagccatt tttccgtaaa aagggatggt tcatcattgt g 51 

<210> 4282 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920365 
<400> 4282 

atctagacag cctaaatctg attttggtct ttataaaaat aatatcttgt g 51 

<210> 4283 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
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<223> fteoeseion number *cg4 3 9203^65 

<400> 4283 

fccttatggaa atofcctgtta fctaagctatt *fccaagatgag acaacaotga a 51 

<210> 4264 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 920365 
<400> 4264 

aagatgggaa ccttatttga atgtgttttt tttttccatg atgbccaatt SO 

<210> 4285 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . , . (0) 

<223> Accession number cg43920365 
<400> 4285 

ccttatttga atgtgttttt tttttccatg atgtccaatt ttgttgtggg 50 

<210> 4286 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Atscession number cg43920365 



<400> 4286 

-cttatttgaa tgtgtttfctt ttt<btt>ccat gatgtccaat ttrtgtt*gfcgg g 51 



1218 

NSDOCID: <WO 0147944 A2_L> 



WO 01/47944 



PCTAJSOO/35498 



<210> 4287 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920365 
<400> 4287 

cttatttgaa tgtgtttttt ttttttccat gatgtccaat tttgttgtgg g 51 

<210> 4288 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958860 
<400> 4288 

ctaatgtgat catatgagga cctttcatat ctgtctttta tttaacaaaa a 51 

<210> 4289 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg44 002 66 9 
<400> 4289 

gagaggccag ggagggctgg gcgggccccc aggctgggcc gagcagcgca 50 

<210> 4290 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
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<221> misc_£eature 
<222> (2S) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002669 
<400> 4290 

gccagggagg gctgggcggg cccocaggct gggocgagca gcgcaagtag SO 

<210> 4291 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg440026-69 
<400> 4291 

gctgggcggg ccccccaggc tgggcgagca gcgcaagtag aggaagtcag SO 

<210> 4292 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg432785S7 
<400> 4292 

aggcagaccc ctccagaggc ccgccaggtg ggcatggtcc cocattttct 50 

<210> 4293 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 94865-6 
<400> 4293 

tttttctttt tttttttttt tttttattta gaagaatcag aatttatttc a 51 

<210> 4294 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302693 
<400> 4294 

attccagcca cacccaggcc gtgggagcca ccctccgaga cacctgggcc 50 

<210> 4295 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43302693 
<400> 4295 

ccctccgaga cacctgggcc gggggagggt ctcagcagaa gcgccgtggg 50 

<210> 4296 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 

<222> <25) . . . -(26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> <0) . - .«» 

<223> Accession number -cg43302693 



<400> 4296 

agggtctcag -cagaagcgcc gtgggagoca ccatcogagg caottggtgg SO 

<210> 4297 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302693 
<400> 4297 

tcctttctca gagaactggg catagcagag ctggggtgag aaagcccttc SO 



<210> 4298 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (00 

<223> Accession number cg43302693 
<400> 4298 

cctttctcag agaactgggc atagcagagc tggggtgaga aagcccttca 50 

<210> 4299 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> ' 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . .«0) 
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<223> Accession number cg43302693 
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<400> 4299 

cagccctgct gcaccgaggc tctgcagttc tcataccccc tccccatccc 50 



<210> 4300 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43302693 
<400> 4300 

ctgccccaca gcaagctgcc catggcccgg ggtcaagcca ccacccacat 50 

<210> 4301 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43302693 
<400> 4301 

tgtcccagga gtccggccag cccactacat ccgctcccta gctccggcga g 51 

<210> 4302 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44000884 
<400> 4302 

tggaagctgg gttagttcat gctagatggc tgtagcactg acctcatgta t 51 

<210> 4303 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44000884 
<400> 4303 

tcaaaagtcc tgtttcagta atttgcttaa actgtagaat actaaaaaat a 51 

<210> 4304 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43950996 
<400> 4304 

tgtaattcca agaggagggt ggggagcgag gccatagtct ccgagtocca 50 

<210> 4305 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950996 
<400> 4305 

caagaggagg gtggggaggc gaggcatagt ctccgagfccc <:aggacgatg 50 

<210> 4306 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (O) . . . <0) 

<223> Accession number cg4395099€ 
<400> 4306 

aggcgaggcc atagtctccg agtccaagga cgatggctga caatacaoca a 51 

<210> 4307 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43950996 
<400> 4307 

aggtgaacgc cagtccagaa agaagtgctg gagcccctgc tctgtcctct 50 



<210> 4308 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950996 



<40O> 4308 

ctgtcctctc catcacggtg ctccctaggg cctccccagg cctccttggc 50 

<210> 4309 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> miec_£eature 
<222> (0) . . . (O) 

<223> Accession number cg43950996 
<400> 4309 

ctctccatca cggtgcbccc otaggccfcoc ccaggectcc fetggcfecagt SO 

<210> 4310 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43950996 
<400> 4310 

tcacggtgct cccctagggc ctcccaaggc cfcccttggct cagtccaggt g 51 

<210> 4311 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg439S0996 
<400> 4311 

ccccaggcct ccttggctca gtccaagtgt ctgcaggagg aaggtgttgt c 51 

<210> 4312 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44021565 
<400> 4312 

gttcatttat ttgctttaag agttatatac catgagacac acagttotgg t 51 

<210> 4313 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis c_f mature 
<222> (0) . . . (O) 

<223> Accession number cg440215€5 
<400> 4313 

cgcagtgctc acggggagca agtggacagg ggacggtcca gatcgatggc c 51 

<210> 4314 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44021565 
<400> 4314 

gggacggtcc agatcgatgg ccaccaactg agccgctgct acgtggcccc c 51 

<210> 4315 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942842 
<400> 4315 

tgcatcttca gttaatgtaa caggaaaaaa aggcaatgga ttttatttta t 51 

<210> 4316 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959472 
<400> 4316 

tttttttttt tttttttttt tttttgggca tcagaaatgc tgtttatttc t 51 

<210> 4317 
<211> 51 



1227 



MSDOCID- <WO 0147944A2. I > 



WOD1/47944 PCT/USOO/35498 

<212> dna 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43959472 



<400> 4317 

tttttttttt tttttttttt ttttts-tgcat cagaaatgct gtfctattetot c Si 

<210> 4318 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439S9472 
<400> 4318 

caagccccca aatcatcaga aaacaccaag gagcaggagg agcttgagca g 51 

<210> 4319 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43959472 



<400> 4319 

ttggattagg acgtcgcccc gttagatgct gcccctgaga ggagagcaca 50 

<210> 4320 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg439€8894 



<40O> 4320 

tttttttttt ctttgaatgc caagtgtctt ctgtactttc ttttattaac a 51 

<210> 4321 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

* 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg439€8894 
<400> 4321 

ttaaatttta cattactctg ccaagaaaaa aaaaaattaa aactcaagtt 50 

<210> 4322 
<211> 51 
<212> DNA 
♦ <213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968894 
<400> 4322 

ttactctgcc aagaaaaaaa aaaaaattaa aactcaagtt acttgaagcc t 51 

<210> 4323 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> -(26) . . . <0) 

<223> single nucleotide polymorphism 



<22l> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43968894 



<400> 4323 

gctctataag cagatccagg occtaaaaag atgggaccag ggtatataat t 51 

<210> 4324 
<2ll> 51 
<212> DNA 
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<213> Homo sapiens 
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<220> 

<22l> allele 

<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) ... (0) 

<223> Accession number cg43918848 
<400> 4324 

gggagcgccc cagaaattca tgtctttgtc tgacaacttc aaacaggact t 51 

<210> 4325 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918848 
<400> 4325 

gagcgcccca gaaattcatg tctgtttctg acaacttcaa acaggacttt a 51 

* 

<210> 4326 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 918848 
<400> 4326 

acggggctgg cagtgtcgag agaacactct ggaagctcct aacagacggc t 51 

<210> 4327 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918848 
<400> 4327 

ctggggggag gcagcacggg gcgcagooot oggcaggoga gcgggcggga t 51 
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<210> 4328 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918848 
<400> 4328 

ctttggtcaa ggtgtcccac acattcccac tgcagctccc agcacagogg c 51 

<210> 4329 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43918848 
<400> 4329 

cagcggcgca ccatgaactc ggacgtggag cccaaggaat ggagatcgca c 51 

<210> 4330 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916740 
<400> 4330 

aaatcgcggc ccacaagcat x:ccccatccc ttgcaggctg ggggctgggc 50 

<210> 4331 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <2€) . . . (0) 
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<221> m±sc_€ea5ture 
<222> (0) . - . <0) 

<223> Accession number cg44128902 
<400> 4331 

aaatacctca gcctctggtt tttcagcact tgggafctggg gttaaacott t SI 

<210> 4332 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957976 
<400> 4332 

cctgtgtgag tgctgcaagg ccatcaattg ttcctgggag cttcfcccaga c 51 

<210> 4333 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43957976 



<400> 4333 

ctgtgtgagt gctgcaaggc catcggttgt tcctgggagc ttctccagac c 51 

<210> 4334 

<211> 51 

<212> DNA 

<213> Homo sapiens 

c220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957976 
<400> 4334 

accgtcattg aaaccaggat ccctgttcaa cccctctgga aagaaatcaa c 51 

<210> 4335 

<211> 51 

<212> DNA 

<213> Homo -sapiens 
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<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42914819 
<400> 4335 

atccctgtat gaatcaaaaa gtgccattct tgcagctttc tgtcacaagg a 51 

<210> 4336 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) - . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981683 
<400> 4336 

agccctggct gggcctgggg caggacctaa agggttactg caagttctgg 50 

<210> 4337 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981683 
<400> 4337 

ccctggctgg gcctggggca ggacctaaag ggttactgca agttctgggc 50 

<210> 4338 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> <2€) . . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eafcU2?e 
<222> (2S) . . .(2€) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> mi s c_£e atur e 
<222> (0)...(0) 

<223> Accession number cg43981*683 
<400> 4338 

tgggcttagt gttaaggcgt gaaggcgagg ocagacagct ggaggoctgg SO 

<210> 4339 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . - (0) 

<223> Accession number cg43981683 
<400> 4339 

tagtgttaag gcgtgaaggg cgaggcagac agctggaggc ctggtcctcc 50 

<210> 4340 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43981683 
<400> 4340 

tcggaggctg aaggaagggc ggcggaccac agggcccttc ccctctgctg 50 

<210> 4341 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26).. • (0) 

<223> single nucleotide polymorphism 
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<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43 981683 



<400> 4341 

ctcctgctca ggctttctct ctaggcgcat tggaggaatc ctctttccct g 51 

<210> 4342 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981683 
<400> 4342 

ctttccctgt cggaaactca acactataca gaactccaac cataaccctt c 51 • 



<210> 4343 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43268635 
<400> 4343 

tgttcaagca attctcgtgc cttggctccc aagtagctgg gactgcaggt 50 

<210> 4344 

<211> 50 

<212> DNA 

<213> Homo sapiens 

• 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22l> mis c_feature 
<222> (0) . . . <0) 

<223> Accession number cg432€8635 



<40O> 4344 
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attctfccagc atctaocaaa aaaaactcgc afcgatacact aaatbtaaaa SO 



<210> 4345 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg4491«6575 
<400> 4345 

cccaaccctg agaggacaaa aacaggaagc octgtgagtg -fegggaaaact c 51 

<210> 4346 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide pol^anorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43114683 
<400> 4346 

ttatgattat ttattagttt ttttttaaat gcttgttcta agacatttct g 51 

<210> 4347 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44015472 
<400> 4347 

tttggaccca ggttgcttgg cgctgctgcc acaggacccc gggacagaca 50 

<210> 4348 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015472 



<400> 4348 

ttggacccag gttgcttggc gctgctgcca caggaocccg ggacagacac 50 

<210> 4349 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) • . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44015472 



<400> 4349 

acaggctcgg tctagcaaca gaaggccacc gcctccctgc aacagggcag 50 

<210> 4350 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951541 
<400> 4350 

tttttttttt ttaagaataa atcactttca caaaactaag acaaactttt t 51 



<210> 4351 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (O) 
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<223> Acoeesion number <cg4332&608 
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<400> 4351 

gtt«cattcat <bcaacgatag tttofecaaca gta<rttaaat agcggtefcgga a 51 

<210> 4352 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43993380 
<400> 4352 

aactggttaa aaaaggaata ggggtagagt gttacagaga gtagtofcgaa g 51 

<210> 4353 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 993380 
<400> 4353 

tgcttgctgc taagagtttg ^ctaaagtgtc atgaattatt ctggttat-ta c 51 

<210> 4354 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> miso_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993380 
<400> 4354 

tattactaaa gtttctatga aacactaagt agattttaag aataaatg^t 50 

<210> 43S5 

<211> SO 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> 
<222> 
<223> 



allele 
(2€) . . . (O) 

single nucleotide polymorphism 



<221> misc^feature 
<222> (2S) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993380 
<400> 4355 

attactaaag tttctatgaa acaotaagta gattttaaga ataaatgttt 50 

<210> 4356 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number og43993380 
<400> 4356 

ttaagaataa atgtttctgg aaaaggacta tgttatgatt ttgtagaaat g 51 

<210> 4357 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967823 
<400> 4357 

ttagccctcg cgccccccgc cgttgctgcg ggagagcocg cgt-cccactc 50 

<210> 4358 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <2€) . . . <0) 

<223> single nucleotide polymorphism 
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<221> misc_€eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43967823 
<400> 4358 

cccgtgctcg cctcgacccc gcgccggcac ctgtggcttg ggacagatag 50 

<210> 4359 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) .'. . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967823 
<400> 4359 

ttgtattttt atagacatgt ttttttaaaa atcctaagtt -fcttaaataac t 51 

<210> 4360 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele- 
<222> (26) .-. . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43970111 
<400> 4360 

tgcatatgcc ctctccacct taacaccaaa atgggggagg aggagaattt a 51 

<210> 4361 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg40998719 
<400> 4361 

ccaggcgggg otgagctagg gcgtaoctgt gattteaggg gcaectotgg c 51 
<210> 4362 
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<2ll> 51 

<212> DNA 

<2l3> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 0998719 
<400> 4362 

caggcggggc tgagctaggg cgtaggtgtg atttcagggg cacctctggc g 51 

<210> 4363 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43985790 
<400> 4363 

tttttttttt ttttttttta tttttttctg aagtggtgaa ttttaatatt g 51 

<210> 4364 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985790 
<400> 4364 

tatacatata tcaaggtaaa gtccaataca aaaaaacagc atttcctatg g 51 

<210> 4365 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> <0) . . . <0) 

<223> Accession number cg43985790 



1241 



01 47944 A2 ML > 



WO 01/47944 PCT/CS00/35498 
<400> 43<6S 

aocaggtttc -fecagtactga ttgt<fcotaot .fccacaaca-trt attgat-fctaa c Si 

<210> 4366 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43964795 
<400> 4366 

caaagttttc aaatgaaaac aggtagccct cttttoctgt aggotttcca g Si 

<210> 4367 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 964795 
<400> 4367 

agtacttcta ttaaggcagc tggaacccac cctaggactt gaatggcacc 50 

<210> 4368 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (2*6) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964795 
<400> 4368 

tttttttttt tttttttttt tt-fcttctcag gatctttaac tttattagca g 51 

<210> 43*69 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 



1242 



MS00CI0:<WO. 



0M7944A2_I_> 



WO 01/47944 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939832 
<400> 4369 

ccaccagcca gcaagcatta atgggctggt gcccactttc cactcagcag 50 

<210> 4370 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001682 
<400> 4370 

tcattttatt tttattaagc actacgtaac acattgcatg ctacataata c 51 

<210> 4371 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43980381 
<400> 4371 

tcccagggtc tggctggctg gtagcaagca cttatggacc agagtggccc 50 

<210> 4372 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26)... iQ) 

<223> single nucleotide polymorphism 
<22l> misc feature 
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<222> \2S) . . . <2€) 

<223> Nucleotide deleted -between -bases 25 and 26 

<221> mi s c_f e at ur e 
<222> (0) . . . tO) 

<223> Accession number cg439B0381 
<400> 4372 

actgcagttc tctcatgccc acaggactgg *cctgtga>cct ircgcaggggt SO 

<210> 4373 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 920610 
<400> 4373 

aagagtagtg tgacttttgc tgaaacagca gttttcttca tggaaggaat 

<210> 4374 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43920610 
<400> 4374 

tcatttgcac aagaattttt caaactcttt tcaaatgtgt caactgagca t 51 



<210> 4375 

<211> 51 . 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_fea tur e 
<222> (0) . . . (0) 

<223> Accession number cg43H9894 
<400> 4375 

cacactgoct ggtatacaoc gocaggtagg cattcagaaa agtttctttt t 
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<210> 4376 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926852 



<400> 4376 

cattttccag aagaggccct gaggctggag agggcaagca gcctactgag 50 

<210> 4377 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926852 
<400> 4377 

caagagagga tttgataaaa tgagggaaaa tgttctactc tcctttcttt c 51 

<210> 4378 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926852 



<400> 4378 

aaatatactt tcacacacat atctgttfcca atgggtgctg tctttctcaa t 51 

<210> 4379 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> <26) . . . (0) 
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<221> raisc_£eature 
<222> (0)...(0) 

<223> Accession number cg43931961 
<400> 4379 

gaaaaggtaa gaccfecgttt tagttttaac tgtttaaaaa ataacacttg g 51 

<210> 4380 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931961 



<400> 4380 

aactttgtgt tttggcaatc gttttgtaac taaaataaaa «tgaaagctaa a 51 

<210> 4381 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919278 



<400> 4381 

aaaatgtttg tgtgggaaaa aaaaactcat tggcagatcc aagaatgaca 50 

<210> 4382 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919278 
<400> 4382 

agcaaggcag ctcoocagcc tcactt:ttca ctrcctgattg agggccgggt t 51 
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<210> 4383 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919278 
<400> 4383 

cctcactctt cactcctgat tgaggcccgg gtttgttgtc cagcaccaat t 51 

<210> 4384 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919278 
<400> 4384 

aataaaccaa caacttataa ttgtggcacc agatgcttag gatcctggtg c 51 

<210> 4385 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919278 
<400> 4385 

tgtgacacca gatgcttagg atcctcgtgc tgggttagct aagagaatag a 51 

<210> 4386 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . i0) 

<223> Accession number cg43919278 
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<400> 4386 

gtgacaccag afcgcfetagga fcocfcgctgct gggtfcagcta agagaataga c SI 

<210> 4387 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919278 
<400> 4387 

ttcaggctcc ttttttataa actggtgatt tttcttttgt ctaaaaaaca c 51 

<210> 4388 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996402 
<400> 4388 

cttttttatt agaaagacaa cagtatataa tttaoccctt gctaaaggta t 51 

<210> 4389 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43922311 
<400> 4389 

ctgggggctg ggggccaggg ctctgcgacc -tagaggtgtg gacggcacag 5C 

<210> 4390 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933608 
<400> 4390 

gaatcaacat ttagtcttca ttatcttttt ttttttttt't gagacagagt t 51 

<210> 4391 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933€08 
<400> 4391 

tcttcattat cttttttttt ttttttgaga cagagtttcg atctatttta a 51 

<210> 4392 

<211> 50 

<21*2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002198 
<400> 4392 

ggagaggaat cggggtgggg gcgccgcagc aggggagaga cactacacag 50 

<210> 4393 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mi s c__fe ature 
<222> (0) . . . (0) 

<223> Accession number cg44002198 
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<400> 4393 

cacacggaca otgaaaocac ga^csttggca cagccacagg gaggaa-tggt g 51 

<c210> 4394 
<211> 50 
<2X2> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg44002196 
<400> 4394 

actgaaacca cgagcacggc acagcacagg gaggaatggt ggagctgggg SO 

<210> 4395 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44002198 
<400> 4395 

ctgccacgag ttccttggcg aggagcttgt ccgtgttact aaagagccac 50 

<210> 4396 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44030684 
<400> 4396 

actggtgtgc aggtgtgagg ctcctacagg oecactctct -tcagcagcca c 51 

<210> 4397 
<211> SI 
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<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44030684 



<400> 4397 

tatctcgaag ggaccagaag tgctgtgtgt tcaggccatc tctggctgtc t 51 

<210> 4398 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44030684 



<400> 4398 

ttctgggtag gacggtcact gtcctctctc ctggactggt cttcccagcc c 51 

<210> 4399 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4403O684 



<400> 4399 

ccagtggtcc cagctcccca occfcgccctg ccccagcctg tgtagctctt 50 

<210> 4400 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> 025) . - .42*6) 

<223> Nucleotide TfeLeted £>efcween £>ases -25 and 2€ 



<221> misc_£eatuaae 
<222> <0) . . . (O) 

<223> Accession number -cg4393524^ 
<400> 4400 

acactttcat gtggtcaatc aattgttatt gctttataca gcatgattta SO 

<210> 4401 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 935246 
<400> 4401 

ctttcatgtg gtcaatcaat tgttttattg ctttatacag -catgatttaa t 51 

<210> 4402 

<211> 51 

<212> DMA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43 068807 
<400> 4402 

gatcattatt tagtcctaca aecgacgcat tgttccactt toccat-catt t 51 



<210> 4403 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (19) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43309217 
. <400> 4403 

tttttttttt tttttttttc atggt-gagaa gattttttat t^tga 44 



<210> 4404 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . <0) 

<223> Accession number cg43 993-614 



<400> 4404 

ttttacaagt agcaaagtcc ctccgfctttt tttccccagg tgaatgtaca t 51 

<210> 4405 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg4 3 993614 



<400> 4405 

ggtgaatgta catgaatata aaaagtggct gatgtccaca ctgctcggcc c 51 

<210> 4406 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<22X> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993614 
<400> 4406 

agctcccgga gcggtggggc ggggctcctc ttctccagtt ccagcacgct 50 

<210> 4407 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> {26) . . . (O) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> <0) . . .i0) 
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<4O0> 4407 

tgH99 c £F99£T oofecctcttc t<jcagot-oca gcacgcfccat cagfecgfecct c 51 

<210> 4408 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism* 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993614 
<400> 4406 

ggggcctcct cttctccagt t-ccagtacgc -fccatcagtcg tcctcotgct g 51 

<210> 4409 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43 993614 
<400> 4409 

tttatttcat agaaagcatt ttattttcag aacagta«tgg ttttcctatg t 51 

<210> 4410 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927276 
<400> 4410 

cacctccttg agaatttttt tttttaagct tatagtaagg atacattcaa 50 

<210> 4411 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> {2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957632 
<400> 4411 

gagcgagcgg gcgggcgggc aggtgcacgg ccctgcgagc gggagccgcc 50 

<210> 4412 

<:211> 51 

<212> DNA 

<213> Homo sapdLens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957632 
<400> 4412 

tgccgagctc ggtgctggtc tctttacaaa tataaatacg tgtgtcagaa c 51 

<210> 4413 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957632 
<400> 4413 

ctggtctctt tccaaatata aatacatgtg tcagaactgg aaaatcctcc a 51 

<210> 4414 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922383 
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<40C> 44X4 



<210> 4415 

<211> SO 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43047610 
<400> 4415 

tggggccaga agggtgcctg ggaggcaggt tctggggatc coctocatcc 50 

<210> 4416 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950796 
<400> 4416 

cccggcccca agttagcagc tgggatgatg caatcctgtg agfccgcaagc c 51 

<210> 4417 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature • 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43950796 
<400> 4417 

gcaggctgga gtcccotgcc gctggoctaa aataagcgtg cgcca<:ag<3C 50 
<210> 4418 
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<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42269542 
<400> 4418 

gggggacaac tcctaccgtt cttcccacac atgccccact aaaccatctg a 51 

<210> 4419 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<22l> misc^f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg44001387 
<400> 4419 

cagcacaatg gtgttgcttt aatggaaaaa aaaacagtaa aagtgaaata 50 



<210> 4420 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001387 
<400> 4420 

ggtgttgctt taatggaaaa aaaaacagta aaagtgaaat attactgttt 50 

<210> 4421 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> allele 
<222> 4*6) . . . <0) 

<223> single nucleotide polytftorphism 

<221> mi s cofeature 
<222> (0)...(0) 

<223> Accession number og43304269 
<400> 4421 

gatgacctca tcttccactg tcca-ccgggc acagggcaga ccggggtgct c 51 

<210> 4422 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44007066 
<400> 4422 

aatgctctct gcagcaggaa attgctgaac tgagcctcct fccactgacct 50 

<210> 4423 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44128927 
<400> 4423 

gtctgagctg ggaccctgct cccacccctg cttcttaagg tccotgctcg g 51 

<210> 4424 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_j£eature 
<222> (0) . . . (0) 

<223> Accession number cg430043S7 
<400> 4424 
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tctggcaaoa actcttccaa ggggocgggg tgggggggcg ggggcgggta c 51 



<210> 4425 

<2ll> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number <cg43004357 
<400> 4425 

caactcttcc aaggggcagg ggtggtgggg cgggggcggg tacaggtgga g 51 

<210> 4426 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (O) 

<223> Accession number cg43004357 
<400> 4426 

cttccaaggg gcaggggtgg gggggggggg gcgggtacag gtggagaggt g 51 

<210> 4427 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg430O43S7 
<400> 4427 

ctgctggttc cgggtctcca ccccrgcatgg gcagaggctc cgggaggccc 50 

<210> 4428 

<211> 50 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 
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<221> mi s c_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 004357 

* 

<400> 4428 

gcacgtggaa gtcaaagggt ttctcttttt tt^tttttcc ccttttagaa 50 

<210> 4429 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f e a t ure 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43004357 
<400> 4429 

aaagggtttc tctttttttt tttttcccct tttagaagct atacataaaa 50 

<210> 4430 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43004357 
<400> 4430 

atccaacagt tttttgcatt ttttttaaat taatttttca tttttt-taaa a 51 

<210> 4431 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> <2S) . . . (26) 
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<221> mi sc_£eat ur e 
<222> (0) . . . (0) 

<223> Accession number cg43004357 
<400> 4431 

atagtcgtta caaaaagttt tttttctttt aaataaattc acacaaagaa 50 

* 

<210> 4432 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43004357 
<400> 4432 

atggcgtgag tgctctaagg atagactacg gtattctaga gcaaaaacca 50 

<210> 4433 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) ... (0) 

<223> Accession number cg43004357 
<400> 4433 

gctcacccct tacttttttt tttttagctt ttctctcatt ttttttttgt 50 

<210> 4434 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919094 
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<400> 4434 

•cctaataata gagafeotgag gtggtstaoca ggagacfcacg <fcfccfctttgat t Si 

<210> 4435 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919094 
<400> 4435 

aaaacttgaa gttgtaggct tggaacagta tcagctcagt atatcct^cc t SI 



<210> 4436 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43959681 
<400> 4436 

atacagagaa gggtcttttt tttttaagta tttcagtgaa aacttggtgt 50 



<210> 4437 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43959681 
<400> 4437 

ggaagcaagg aggcggcggc ggocgagcga gtggcgagta gtggaaacgt SO 
<210> 4438 
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<211> 50 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959681 
<400> 4438 

tatggaaagc tttgtttgct tcctaaaata catgcttatt ccttaaggga 50 

<210> 4439 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 986952 
<400> 4439 

atcgtcgttt tcaatattac aaaaaaggaa gaaaaataca agggaagcag 50 

<210> 4440 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg4398-6952 
<400> 4440 

fccgtcgtttt <:aatattaca aaaaaggaag aaaaatacaa gggaagcaga 50 

<210> 4441 
<211> SO 
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<212> -DNA 

<213> Homo sapiens 

■ 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43945307 
<400> 4441 

cggggtgggg gagggtgtgt cagtcgcaga gaagctcctg ggagaatgga 50 

<210> 4442 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0)' 

<223> Accession number cg43923337 
<400> 4442 

agacaaaaca tgactgaaaa gagcatctgt acttttcaag ccactggagg g 51 

<210> 4443 
<211> 51 
<212> DNA 

c213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4392333 7 
<400> 4443 

tgtacttttc aagccactgg agggaaaaat ggaaaacatg aaaacagcaa t 51 

<210> 4444 
<211> 51 
<212> DNA 

<2X3> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43923337 
<400> 4444 

ctgaataatc aaagactaat ttgtggtttt actttttaat agatatgact t 51 



<210> 4445 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923337 



<400> 4445 

caacatggaa tgaaataaaa aataagtaat aaaagattgc catgaatctt g 51 

<210> 4446 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43989631 
<400> 4446 

acaggggaga gaaggggcag ggaagtcctg ggggagggaa tggcagaccc c 51 



<210> 4447 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and- 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42717910 
<400> 4447 

cacgccgct-c cocatccccg cagcggtctg caccggagac tctgcgggga 50 

<210> 4448 
<211> 51 
<212> DNA 
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<213> Homo ^sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg439501'6*6 
<400> 4448 

aattttaaag catcatataa attaacggtg -fccattggtaa -taatxrbcata t 51 

<210> 4449 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43928466 
<400> 4449 

aaaaatataa taatcataaa gtctgtaaca ggacatcgcc t<:tgggaact a 51 

<210> 4450 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43928466 
<400> 4450 

aaatataata atcataaagt ctgaatcagg acatcgcctt tgggaactag a 51 

<210> 4451 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43267504 
xr4O0> 4451 

gccataaaat gtgcttctct tcttcgggat gt-tgt«ttgct gtctgat<:fct t 51 

1366 



WO 01/47944 



PC17US00/35498 



<210> 4452 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26). 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43944312 
<400> 4452 

tctaccttga ggcgtgctgg ctgggcccgt ttccacacca gcacatggtg 50 

<210> 4453 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0)- 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg304 90224 



<400> 4453 

tagattcggt tacaataaaa cagcagatgc accagagaca caaggcttga a 51 

<210> 4454 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223i> Accession number cg30490224 



<400> 4454 

agattcggtt acaataaaac agcaagtgca ccagagacac aaggcttgaa g .51 

<210> 4455 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
c222> t26) . . . (O) 
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<221> misc_£eature 
<222> XO) . . . (0) 

<223> Accession number cg3049O224 
<400> 4455 

cagagcctca attattaagg aaaagctctt caggaaaaat actaaaatat t 51 

<210> 4456 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30490224 
<400> 4456 

cttcaggaaa aatactaaaa tatttctctt cctcataagc ttctaaatta 50 

<210> 4457 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30490224 
<400> 4457 

acacaggtct aaactcagca tgcttggtga gtttttctcc aaaaggggca SO 

<210> 4458 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 
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<221> mis cofeature 
<222> (0) . . . <0) 

«c223> Accession number cg30490224 
<400> 4458 

atgctttggt gagtttttct ccaaaggggc atattagcaa ttagagttgt 

<210> 4459 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43984598 
<400> 4459 

atcccaggta ctgcttttac tactgggatt tgttgccagc atttataact 

<210> 4460 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 969747 
<400> 4460 

gcacgggccc tagagctgaa cggcagggtc aaaggtcaga gcatctgcag 

<210> 4461 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> 425) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . tO) 

<223> Accession number cg43969747 
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<4O0> 44*61 

<jgggccotag agctgaacgg cagggtocaaa -ggfccagagca tctgcagaga SO 



<210> 44€2 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscjfeature 
<222> (0) . . . (0) 

<223> Accession number cg43969747 
<400> 4462 

gcggctgatt tatctctgca tctfccttttt tttCGcgagc aacatotgcg t. 51 

<210> 4463 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43969747 
<400> 4463 

tgatttatct ctgcatcttc attttcttcc cgagcaacat ctgcgtgtcg g 51 

<210> 4464 

<211> 51> 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969747 
<400> 4464 

tcttcatttt tttcccgagc aacatttgcg tgtcggtctg cttttattac c 51 

<210> 4465 

c211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> -single nucleotide -polymorphism 
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<221> misc_£eature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__£eature 
<222> (0) . . . <0) 

<223> Accession number og43969747 
<400> 4465 

cctcccagac tgagoccccg acctgcccag cctggcocgt occcaatcca 50 

<210> 4466 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43969747 
<400> 4466 

tggcccgtcc ccaatccagt gggctgccag gccacctgca ccagggagga 50 

<210> 4467 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969747 
<400> 4467 

acgcgggcag ggaggggcag agaacacact agcttggggg tgggcaccag c 51 

<210> 4468 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<232> tO) . . .<0) 

<223> Accession number *sg43 969747 



PClYWSDD/35498 



<400> 4466 

gcactagctt gggggtgggc accagcteag aTCccfccagc agcfct*gggc 50 

<210> 4469 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26).. .(0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 972734 
<400> 4469 

tttttttttc ctgcttttct gcttagaaca aatatgggct -fefcctttttgc c 51 

<210> 4470 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44035397 
<400> 4470 

actggaatct ttcttctcaa cagggctgca gggtctaccc ctccgactct 50 

<210> 4471 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43933591 
<400> 4471 

ggctagggac ccagggcaga atotatacgg tocaagggga gggacggtgt t 51 

<210> 4472 
<211> 51 
<212> DNA 



1272 



USDOC1D: <WO 



01 47944 A2 I > 



WO 01/47944 PCT/USO0/35498 
<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43933591 



<400> 4472 

tcacgccata agtggaattc ttcattgagt cgttgacttc tcgacggaat g 51 

<210> 4473 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933591 



<400> 4473 

ccacacgcat acatccacac acactcctcg agggctgggg aagactaaaa 50 

<210> 4474 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43938932 



<400> 4474 

gaggcctagt taagaattcc ttgccttagt ggtgaacaag gactaaacac a 51 

<210> 4475 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc^f eature 
<222> (0) . . . <0) 
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<223> Accession number cg43 985951 

<400> 4475 



<210> 4476 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985951 
<400> 4476 

ggtcttcaga acaccgggct cgcccgcctc ct ctaaggca tfccaataata t 51 

i 

<210> 4477 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43985951 
<400> 4477 

ggtcttcaga acaccgggct cgcccgcctc ctctaaggca ttcaataata t 51 

<210> 4478 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43313822 
<400> 4478 

tttcatgatg ttgcataggc tggcacggaa ttccagggct caagtgafccc t 51 

<210> 4479 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (3€)...X0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) - . . <0) 

<223> Accession number cg43989723 
<400> 4479 

actgtgcctt gttgtctgct gggggccata gctggcactg cccaccgtaa 50 

* 

<210> 4480 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43989723 
<400> 4480 

gttgtctgct ggggggccat agctgcactg cccaccgtaa aggccctcgc 50 

<210> 4481 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single f nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967060 
<400> 4481 

tgggacaagg gcatgagggg cgtggccccc agcaggcagc ggcggttcct 50 

<210> 4482 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

> 
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<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number og43967060 
<400> 4462 

aggcttcaaa cagggaggcc ^gtggaaccc ctoccocta!cg tictggagetg SO 

<210> 4483 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919107 
<400> 4483 

agatgaggtc cccttctcgg tggaacccca caecagtgct cttxxrca-tgc 50 

<210> 4484 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43967532 
<400> 4484 

cctggtccct ttgctgtcac tattagataa 4:ggacttgca cttttcctcc c 51 

<210> 4485 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> miscjfeature 
<222> (2S) . . . <2€) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi sc_f eatur e 
<222> (O) ... (0) 

<223> Accession number cg43967532 
<400> 4485 

gattacaatg tccactactg acagggcagt gcgtgtgtgt gacccaccgg 50 

<210> 4486 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967532 
<400> 4486 

acaggcgcag tgcgtgtgtg tgaccaccgg gttcccgggc actgtccccc 50 

<210> 4487 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single .nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967532 
<400> 4487 

ggcgcagtgc gtgtgtgtga cccacgggtt cccgggcact gtcccccccg 50 

<210> 4488 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . <0) 

<223> Accession number cg43967532 

<400> 4488 
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<210> 4489 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223>* Accession number cg43967532 • 
<400> 4489 



<210> 4490 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980846 
<400> 4490 

aatccggcac aagctctgtc tgtgccatca aggctgaccc 

<210> 4491 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919276 
<400> 4491 

gaggcaataa agatatttgg ccttctaaaa aaaaaaaaaa 

<210> 4492 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc -feature 



51 



51 
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<222> (0) . . . (O) 

<223> Accession number cg43083550 



PCT/US00/35498 



<400> 4492 

ctggggtggt ggctcacgcc tgtaacccca acactttggg aggccaaggc a- 51 

<210> 4493 

<:211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43250735 
<400> 4493 

aagggtgaac actgattttt tttttctttt tagaaacaaa aaccatccac 50 

<210> 4494 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43250735 
<400> 4494 

atcatcgcat aaactgaaca tacgagttac cacctcaagg gaataacaga 50 

<210> 4495 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> <0) . . . iO) 

<223> Accession number cg43918085 
<400> 4495 

gg999 ca 9ga gcaacttgta ataatgaaaa tgtaaacgtg aaaaaaagga t 51 
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<210> 4496 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43918085 
<400> 4496 

aattaaaatg taaacgtgaa aaaaaaggat ggaataaaag tccotactta t 51 

» 

<210> 4497 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43281313 
<400> 4497 

ttcaattttc tttctgagcc agactggttt acgctatrtca aatcttttcc c 51 

<210> 4498 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43281313 
<400> 4498 

ttaaatatta tgtattctga cttttatttt cccccggagt cttgtatatt t 51 

<210> 4499 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0)...(0) 

12S0 
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<223> Accession number cg43281313 



PCT/US00/35498 



<400> 4499 

attgtcatgc aatgtttttt ttttttocat tctttttocc tgtaattttg g 51 

<210> 4500 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928859 
<400> 4500 

ccacaatagg aacatcaaaa gaaaagtttc aagtttgatt tttttttctt t 51 

<210> 4501 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928859 
<400> 4501 

ttttttcctt tcttaaaaaa aaaaaggaag taaataaatt aaattgccaa 50 

<210> 4502 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928859 
<400> 4502 

ttcttaaaaa aaagaggggg ggggggcagt aggtggagtt tgtgaaatat a 51 

<210> 4503 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <2€) . . . (O) 

<223> single nucleotide polymorphism 



<221> mis creature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43928859 
<400> 4503 

tggcctgtgc cacaagaggc agtgcaacca tattttagca aaagctagga 50 

<210> 4504 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930118 
<400> 4504 

ctctgtaata caatgtggtg aaaacatctt aattcaggac at-cttccaoc t 51 

4 

<210> 4505 
<211> 51 

<212> DNA i 
<213> Homo sapiens 



<220> ' 
<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44000768 



<400> 4505 

gcgcctcagc cctggactgt tagagatgct gcagctgctc ctgctctctg a 51 

<210> 4506 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_feat ure 
<222> (0) . ! . (o) 

<223> Accession number *cg44O007<68 
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<400> 4506 

cctggactgt tagaggtgct gcagcggctc ctgctctctg atcttattgc t 51 

<210> 4507 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923012 
<400> 4507 

cactccaaca taaaaagtag aattcgccca cttccactta atattctata g 51 

<210> 4508 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923012 
<400> 4508 

tagaatgaag ttgtaccaca aaccacagta acttacacag ggggaaaagt t 51 

<210> 4509 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923012 
<400> 4509 

gtaccacaaa ocatagtaac ttacaagggg gaaaagttac tgaaataaaa 50 

<210> 4510 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nuci^eoti-de polymorphism 

<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number «og4392S222 
<400> 4510 

taggaaaocc tttgtgtatc fcttt^cagact gggatggggg otgagcatgc t 51 

<210> 4511 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> raisc_feature 
<222> (0) . . . (0) • 

<223> Accession number cg43 925222 
<400> 4511 

cctttgtgta tctfcttctga ctggggtggg ggctgagcat gct*:gtgcag a 51 

<210> 4512 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925222 
<400> 4512 

ttagtgctca ataatataag acctggtgtt attagaacga gtctttctta t 51 

<210> 4513 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925222 
<400> 4S13 

acagagcagg tatatgcetg fctagacctfca gctgtggggt tcctfcfcacta t 51 
<210> 4514 
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<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

»• > 

<22l> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925222 
<400> 4514 

tcttcagttg agctctcagc cttaggaagg aagoacgtgg aggagggacg g 51 

<210> 4515 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43941339 
<400> 4515 

cgagtctggt cccgacgatg ctgtgtctgc ctcctcctgc tgctgct 47 

<210> 4516 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43251632 
<400> 4516 

ctcccaccac gccgggcagg cacagcatct ttttaaaatc cgcgctgatt 50 

<210> 4517 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi«c_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__f eature 
<222> (0)...(0) 

<223> Accession number cg43251632 
<400> 4517 

tcccaccacg ccgggcaggc acagcatctt tttaaaatcc gcgotgattt 

a 

<210> 4518 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44032718 
<400> 4518 

acgcacccgg gaatcgcagg aggacgaggc tcagctcttg ecaggccaaa t 

<210> 4519 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926-685 



PCT/BS00/35498 



SO 



51 



<400> 4519 

ggaaagctaa gaggaagatt 

<210> 4520 

<211> 51 

<212> DNA 

<213> Homo sapiens 



caataattaa ctagcttgaa gcctgaccta g 



51 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926685 
<400> 4520 
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51 



<210> 4521 

<211> 50 * 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis c_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926685 
<400> 4521 

gcttgaagcc tgacctagcc agaagagtgc ctgtccgctg cagccgcacc 50 

■ 

<210> 4S22 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926685 
<400> 4522 

cttgaagcct gacctagcca gaagagtgcc tgtccgctgc agccgcaccc 50 

<210> 4523 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mie cofeature 
<222> i0) . . . <0) 

<223> Accession number cg43926€85 
<400> 4523 

gtgtgtotgg aacacgctgc tcccctgggg cagctgttgg gattctg att 50 
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<2X0> 4524 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2*6 

<22l> misc_£eature 
<222> (0)...(0) 

<223> Accession number cg4392€'685 
<400> 4524 

tctggaacac gctgctcccc ctgggcagct gttgggattc tgattaaaag 50 

<210> 4525 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926685 
<400> 4525 

ggcagctgtt gggattctga ttaaagaggg gaaacgatca tcctggacag 50 

<210> 4526 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43987324 
<400> 4526 

tggcccccca aaacctaacc tatctcacaa fccaataatca tcttt-tgact a Si 

<210> 4527 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_featuare 
<222> (0) . . . <0) 

<223> Accession number cg43959938 
<400> 4527 

ccctctagag ttttgcggtt acttccgtag gatgaatttc agcactgcag g 51 

<210> 4528 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43280431 
<400> 4528 

ttcggaattt agaacccatc tatgatagaa agttcagtca ctttatttat t 51 

<210> 4529 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942787 
<400> 4529 

actggcattt tgaaggcatg gcccaggaga agagacacta gccataaaat c 51 

<210> 4530 

<211> 50 

<222> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> {25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . <0) 

<223> Accession number cg43329903 
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<400> 4530 

acaccfccatt ctggocgaga gtagcpcagct goctocaga<: totggggaga 5-0 

<210> 4531 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis-cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) (0) 

<223> Accession number cg43949591 
<400> 4531 

ctctttcaca tctgggcaca cgtctcctt-c aggotgtaag aat-tfccat*tt SO 

<210> 4532 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 949591 
<400> 4532 

tctcatccct tccataagga aaatgtctgc caattcaagt ttcattcagt 5*0 

<210> 4533 

<211> 50 

<212> DNA 

<213> Homo sapiens 

«c220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi s c_£eat ure 
<222> (0) . . . (0) 

<223> Accession number .cg4399€522 
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<400> 4533 

agaacataat tctttcccag 

<210> 4534 

<211> 45 

<2X2> DNA 

<213> Homo sapiens 



<220> 
<221> 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



aagggaaggg ggagctatac ttaafccggat 



PCT/USOO/35498 



50 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43924431 



<400> 4534 
gctcatcgcc 

<210> 4535 
<211> 51 
<212> DNA 
<213> Homo 



atagcaaacc cgcggatgcg cagcgtgggg ccccg 



45 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924431 
<400> 4535 

ataaactaca acacccttct cacaggtcat aaaattacca ataattatcc a 



<210> 4536 
<211> 51 
<212> DNA 
<213> Homo 



51 



sapiens 



<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924431 
<400> 4536 

accgtgctgg cctcccaccc ccacctcagt cttttacaga tggtttttca a 

<210> 4537 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



51 
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<221> misc_faat\Hre 
<222> (0) . . ,<0) 

<223> Accession number og43924431 
<400> 4537 

gctctatgcc agcatttctc cttaaattaa ggaa<tgfcgag caect4rcctt c SI 

<210> 4538 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> ndsc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4392*6509 
<400> 4538 

tctacaggac gaattgaggc ttaaaattta ctgttaatga tactggtrtca t 51 

<210> 4539 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 962058 
<400> 4539 

agtacaatcc agtatatgca gaaagctact cagcatcaca ctogtgatca a 51 

<210> 4540 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43962058 
<400> 4540 

cgcaggcagg aatgcactgg ctgtgctcgc cccgccatgt octtccacag SO 

<210> 4541 
<211> SI 
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<212> DNA 

<213> Homo sapiens 



PCT/US00/35498 



<220> 
> <221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (Q) . . . (0) 

<223> Accession number cg43951985 
<400> 4541 

aagagacaaa tggaaacatt ccattacctt attgaacaga actttcttca t 51 

<210> 4542 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c__f e a ture 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951985 
<400> 4542 

tccctttcca aaggtgggca atgtgctctt cctggaaggt tattttacaa 50 

<210> 4543 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951985 
<400> 4543 

gtgggcaatg tgcctcttcc tggaagttat tttacaagca cgggcccctg 50 

<210> 4544 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> iZS) . . . <t>) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43 951965 
<400> 4544 

gcaacttgtc ccgccttgag tctgacgbca gaagagcatg tcagfcocact t 51 

<210> 4545 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43 936047 
<400> 4545 

ctgtgcacaa acgttttata ctaaaaaaat atcaaactac attcttotga a 51 

<210> 4546 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 936 047 
<400> 4546 

gactcaaaat tttggagtgg ttggcatgcc tctcttcatt ttactttttg a 51 

<210> 4547 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0)...(0) 

<223> Accession number cg43936047 
<400> 4547 

caaaattt<tg gagtggfctgg cgtgct-ctct tcattttact ttfctgactgg 50 
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<210> 4548 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
» 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936047 
<400> 4548 

gagaagaggc ccaagtggct agccagttca ttgcagatgt cattgaaaat t 51 

<210> 4549 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003630 



<400> 4549 

gctgccgaca gccaagacgt actggtagga gaaagcgccg ccgtgagcct g 

<210> 4550 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003630 



<400> 4550 

gacagccaag acgtactggg aggaggaagc gccgccgtga gcctgggtct c 

<210> 4551 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eafcure 
<222> (0) . . .<0) 



1295 



mnociry <wo 01 47944 A2 i > 



WO 01/47944 PCT/CSDO/35498 
<223> Accession number *cg4 4003630 

<400> 4550. 

acagccaaga cgtaetggga ggagagagcg ccgccgtgag octgggfcetc c ^1 

<210> 4552 
<211> 51 
<212> DNA 

<2X3> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44003630 
<400> 4552 

gcaggaagat ccaacccctc aaagctggtg gcatgggtgc cactgggagg g 51 

<210> 4553 
<211> 51 
. <212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 00363 0 
<400> 4553 

gatccaaccc ctcaaagcag gtggcgtggg tgccactggg aggggatctg g 51 

<210> 4554 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43945743 
<400> 4554 

tgagtcccag cattcacttc tcacatgggc ttctccaacg tggcagcggc c 51 

<210> 4555 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (2€) . . . (O) 

1296 
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<221> rnisc^ 
<222> (0) . . . (0) 

<223> Accession number cg43945743 
<400> 4555 

tcctagttta aaaaaaaaaa aaaaaagtct tcttaaccct gatgctgtct c 51 

<210> 4556 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25).. .(26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945743 
<400> 4556 

aaaaagtctt cttaaccctg atgcttctcc cgaccataga ttagggaagc 50 

<210> 4557 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945743 
<400> 4557 

ttagacctcc ccacgaaaca aagtgactcc tgtcccctgc cactcagcgg 50 

<210> 4558 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> <25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> mi sc_£e ature 
<222> <0) . . . tO) 

<223> Accession number <Xf4394S743 



<400> 4558 

acgaaacaaa gtggactcct gt-ccctgeca otcagcggcc acceocccaa 50 

<210> 4559 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43945743 
<400> 4559 

tgtgagcccc aagccccacc cgcagatctt ccagccacat gaggocattt SO 

<210> 4560 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (18) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 945743 



<400> 4560 

cgtttttttt ttttttttcc cgaaatgaca agtaccgttt att 43 

<210> 4561 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2^ 



<221> misc__feature 
<222> (0) • . . (0) 

<223> Accession number -cg43945743 
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<400> 4561 

aagtgcagga gccctgggct gggggcctct ggcctctgca gccgggtggg SO 

<210> 4S62 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg4394S743 
<400> 4562 

ttacacaaat gaacccagcc tctggttggg caccgtccca cggaccagca 50 



<210> 4563 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis c_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945743 



<400> 4563 

tccagcccag ggcccagggt ggggcacagg agctaacgga gaacctggcc 50 

<210> 4564 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 920818 



<400> 4564 

agaagtaaaa actcagaatg taaaatcfctg tfctcotttca gtttattaaa t 51 

<210> 4565 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg439€3378 



<400> 4565 

gaaaaattag gactggaggg ggcacagfctc tfccctaaggg gag-cttgaga 50 

<210> 4566 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922270 
<400> 4566 

tgaacaaggg tgcccatgtg gttgctcctt ctgtcatcca gagaaagtgc t 51 



<210> 4567 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922270 



<400> 4567 

agtagagtct tttttttttt ttttttacat ttgtcatt-ta agaaggotgc SO 

<210> 4568 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

♦ 
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<222> <26) ... {0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43922270 
<400> 4568 

gtagagtctt tttttttttt tttttacatt tgtcatttaa gaaggctgcc 50 

<210> 4569 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922270 
<400> 4569 

ttacatttgt catttaagaa ggctgcctgc ggtattcata attcattgtt 50 

<210> 4570 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis c_f eat lire 
<222> (0) . . . (0) 

<223> Accession number cg43949225 

* 

<400> 4570 

gattgtttgc cttggatgcc cctggaaatc tcgtgaggca ttgaactaga 50 

<210> 4571 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

1301 
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<223> single nucleotide polymoa^ahism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number -cg43997225 
<400> 4571 

aactgcaaag ggatgctgta tagcagcaca tcagaagtcg gaaggaactg a 51 

<210> 4572 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

9 - 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43997225 
<400> 4572 

taaatacccc aagttgtctt cttactcctc tcccctctcc cattfctgcac 50 

<210> 4573 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43248117 
<400> 4573 

gagtaaatga gggagtccag tccccggtga actctccttt tgtgcttatc a 51 

<210> 4574 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg4396S825 
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<400> 4574 

aggcatattt gagctccaca ttaacttgcg gcaggcgtct acttgcfcctg 

<210> 4575 
<2X1> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number «cg4396S825 
<400> 4575 

ctcagtcatg gccacagttg tatcaaatag cafcctctaac atttcatcta g 51 

<210> 4576 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43957287 
<400> 4576 

ggggcagggg tttcaggggg ctcagctctt catggggcag gcctcagccc 50 

<210> 4577 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0)...(O) 

<223> Accession number cg42712022 
<400> 4577 

ttagaggaaa cacatagagc tggaactgtt aatggaaagc agtcacagct 50 
<210> 4578 
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<211> SO 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s c_£eature 
<222> (0) . . . (0) 

<223> Accession number cg42712022 
<400> 4578 

ttaatggaaa gcagtcacag ctgagtttrtc ggagaaccaa ggaaafctaaa SO 

<210> 4579 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993462 
<400> 4579 

atagagctca cggatacaga gggccgactg tctatgacgt taaacatcta c 51 

<210> 4580 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43993462 
<400> 4580 

tggaactgta gtctcacttc ttaccaaaaa aaaaacaatg aactggattc a 51 

<210> 4581 
<211> 51 
<212> DNA 

<213> Homo sapiens • 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide .polymorphism 
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<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43993462 
<400> 4581 

agtctcactt cttaccaaaa aaaaaacaat gaactggatt cagcccactc a 51 

<210> 4582 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<-220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

♦ 

<221> misc__£ eature 
<222> (0) . m \ (0) 

<223> Accession number cg43926058 
<400> 4582 

cccactgtgt ggcccagctc tggggccctg ccttgccctg cccctccctg 50 

<210> 4583 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43920504 
<400> 4583 

atgtataata agaaattcac ccttcggcct ctattcactc tttatcctga g 51 

<210> 4584 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920504 
<400> 4584 

tgttcatttt ggtttttcca ttttcocgca gaaaggccct ttgttggtct c -51 

<210> 4585 
<211> 51 
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^c212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43920S04 
<400> 4585 

ggtttttcca ttttcacgca gaaagfcccct ttgttggfcct ctggtgbcag c SI 

<210> 4586 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (6) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 



<210> 4587 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43134484 
<40O> 4587 

gggaggctct tcagtgcggt agctacttgt ttacatgcag atttfctgtaa t 51 

<210> 4588 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
^221> misc feature 



<221> 
<222> 
<223> 



mis cofeature 
(0) . . . (0) 

Accession number cg43134484 



<400> 4586 

cgaagtggct ctcaggggcc agtgaggctg ggcocacaga gatgcatgcg 



50 
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<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 



PCT/US00/3S498 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929687 
<400> 4S88 

ttgtactagg gggtgggctg ttgcctggca cggctggatg aacacttgca 50 

<210> 4589 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933630 
<400> 4589 

ggtgcgaacg gttccgggcc tcaggacagt gtgggggccg cctgcctcct 50 

<210> 4590 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

* 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43933630 
<400> 4590 

ggcggacccc aggccggccc aagccgacgc caggcagaac cctttgggcg 50 

<210> 4591 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2€) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (25)... (26) 
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<223> Nucleotide deleted between bases 25 and 2*6 
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<221> mi &c_£e at lore 
<222> (0) . . . (0) 

<223> Accession number cg43933£30 

* 

<400> 4591 

ccaggcagaa ccctttgggc ggggcgtatc *tggocctccg gggacggcag 5t) 

<2X0> 4592 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933"630 
<400> 4592 

accctttggg cggggccgta tctggcctcc ggggacggca gtgaogacac "50 

<210> 4593 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

c221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43987224 
<400> 4593 

caaccattca agggtcaggg ctctgcttcc -caccaaagga gggcccgaac 50 

<210> 4594 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscjfeature 
<222> (25) . . . (2€) 

<223> Nucleotide ^deleted between bases 25 and 26 
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<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43987224 
<400> 4594 

aaccattcaa gggtcagggc tctgcttccc accaaaggag ggcccgaaca 50 

<210> 4595 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43987224 
<400> 4595 

ctacaagggc agcactcagt ctgcacccac ttgggcagga caaagccaaa 50 

<210> 4596 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42718246 
<400> 4596 

gctgcatgtt ttcaactaca ataagcgcac tgtaataaaa agttttgttt a 51 

<210> 4597 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . <0) 

<223> Accession number cg42831359 
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SO 



<210> 4598 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42831359 
<400> 4598 

cctgcctccc tgtgggggtc agttacaccc atcagtcctg -tgcaaaggtc c *51 

<210> 4599 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43923892 
<400> 4599 

aaattactcc taaaaagtta atatacttct gtaaaaagca atgcttttca a 51 

<210> 4600 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42910688 
<400> 4600 

tcacccagat gtccctttga tggcccttgt tgaaggccat tgggaccaat a SI 

<210> 4601 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42910688 
<400> 4-601 

gtgtttcttc tattttggat agtagagaag taaagcttac aaagaatgcc t 51 

<210> 4602 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

» 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42910688 
<400> 4602 

atgtataatc agaagtctga attttcataa aacatatagc ataaaaactt c 51 

<210> 4603 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42910688 
<400> 4603 

tttataaaac atatagcata aaaacctcca gtactttggt tgacccttgt a 51 

<210> 4604 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number -cg43272443 
<400> 4604 

aagctttttt tttttttttt tttttgagac ggagtcttgc tctgttgccc 50 

<210> 4605 
<211> 50 
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<212> DNA 

<213> Homo -sapiens 



PCT/«SD0/S5498 



<220> 

^c221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43272443 
<400> 4605 

tgcagtagca cgatctcggc tcactgcacc ctccgtotct caggtt-caag 50 

<210> 4606 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43272443 
<400> 4606 

ggctcacttg caccctccgt ctctcgggtt caagcaattc tcctgcctca g 51 

<210> 4607 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43272443 
<400> 4607 

gctggtcttg aattcctgac ctcagttgat ccacccacct tggcctccca a 51 

<210> 4608 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc -feature 
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<222> <0) . . . (0) 

<223> Accession number cg43921539 
<400> 4608 

cctgctcaag cggtccgggg aatggttttt tgtttttcct tcattgttga g 

<210> 4609 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921539 

m 

<400> 4609 

tgttcaagct ttttaaagtg ctgagcctta caaacccctg aaggaaggtg a 51 

<210> 4610 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921539 
<400> 4610 

cccatttggg taaaataacg gatctgatta gaaactgttt taaggagggg c 51 

<210> 4611 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984495 
<400> 4611 

tgtttaactt caatgtaatg tgtagtctaa tacttttagt ggggtacaag t 51 

<210> 4612 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



PCTAJS00/35498 



51 
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<222> <S6) <-0) 

<223> single nucleotide polymorphism 
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<221> misc_£eatuare 
<222> (0) ... (0) 

<223> Accession number cg4 3 0-48935 
<400> 4612 

tacaaaacat gtagaagatg octctcgaga tggotttaaa afcgcocagta t 51 

<210> 4613 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0)...(0) 

<223> Accession number cg43048935 
<400> 4613 

gctctcttcc tctotctgtg cttcactaga ggtataaata otggtacatt g 51 

<210> 4614 
<211> 51 
<212>DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43953563 

* 

<400> 4614 

gcagacttgt gctggtcagt gaacaacttt tttttttttt caocagtctg t 51 

<210> 4615 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 953563 
c400> 4615 

tcagtgaaca cctttttttt ttttfctcacc agtctgtgac atggtgaatt a 51 

<210> 4«16 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



PCTYUS00/3S498 



<220> 

<221> allele 
<222>. <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43953563 
<400> 4616 

tcagtgaaca cctttttttt ttttttcacc agtctgtgac atggtgaatt a 51 

<210> 4617 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . , (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 953563 
<400> 4617 

acagtgtgaa ctccatacct gtcatcggca ataggaatgc atattgataa g 51 

<210> 4618 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 953563 

> 

<400> 4618 

catgaagcca cccatacaat cacaaattta tctaacacat ttaattttgg a 51 

<210> 4619 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number «cg43254730 
<400> 4619 

ttgagatgag gaattttaga agataaatga aggoctaaaa gatcactatc t 51 
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<210> 4*620 

<211> *50 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43254730 
<400> 4620 

tgaggtatgg gggtcactga ggagacocca gagtcaotga occctcocgc -50 

<210> 4621 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

■ 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43254730 
<400> 4621 

gtatgggggt cactgaggag accocagagt cactgacccc tcocgccaoc 50 

<210> 4622 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329580 
<400> 4622 

-ggaggggtga 50 
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<210> 4623 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43130238 
<400> 4623 

aaaattacaa acagcactga tattcggcca gtatacaagt ctggfccacag c 51 

<210> 4624 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950590 
<400> 4624 

ttctggaggg tggggagaag tggctcagtg ttataaggta tactggacaa c 51 

m 

<210> 4625 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981925 
<400> 4625 

acaaggaacc gctcgccgcc gccgctccgg tcactggcac ggacttctga 50 

<210> 4626 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> <26) ... -(0) 

<223> single nucleotide polymorphism 
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■ 

<221> mis c_fieatuce 
<222> (25) . . .<2€) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Acoession number cg43981925 
<400> 4626 

ctaaatgtac 50 



<210> 4627 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 981925 
<400> 4627 

acacacacag aatttaaaaa aaaaaatcaa aggcaatcat tctaaatgta c 51 

<210> 4628 . 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981925 
<400> 4628 

caaaggcaat cattctaaat gtactttgat agcatgttaa agatgcaagt a 51 

<210> 4629 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934<638 
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<400> 4629 

gagaaggaga agcttacaaa aaaaaaaaat cctcttctat attgcagtgt 



PCTYU500/35498 

50 



<210> 4630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43934638 
<400> 4630 

agaaggagaa gcttacaaaa aaaaaaaatc ctcttctata ttgcagtgtc 50 

<210> 4631 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934638 
<400> 4631 

gaaggagaag cttacaaaaa aaaaaaatcc tcttctatat tgcagtgtct 50 

<210> 4632 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number og43934638 
<400> 4632 

ggagaagctt acaaaaaaaa aaaaaatcct cttctatatt gcagtgtctc t 51 

<210> 4633 
<211> 51 
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<2X2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934638 
<400> 4633 

ggctgagttt gtattattac tgataggaag aatagagtac caatgtcatt 

<210> 4634 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) .'. . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43934638 
<400> 4634 

ttctcagatt tgtaattctt cttttcggga gctgagctag t^cttfctagg 

<210> 4635 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 934638 
<400> 4635 

gtagaactga gaaggagaag cttacaaaaa aaaaaaaaat octcttt^tat 

<210> 4636 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... ,(0) 

<223> single nucleotide polymorphism 

<221> mi s c_£e ature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 
<221> mi«c feature 
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<222> (0) . . . <0) 

<223> Accession number cg43934638 
<400> *636 

gtagaactga gaaggagaag cttacaaaaa aaaaaaatcc tcttctatat 50 

<210> 4637 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001553 
<400> 4637 

cccaagacct ttagccccca aagagcacgg cctcacccca actgcctgag 50 

<210> 4638 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44001553 
<400> 4638 

actcaggcag actccaggga ggaggggggg ttccacggct gacgcccagg 50 

<210> 4639 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44001S53 
<4O0> 4^639 

gaggcaggga cccaggctcc catccaaggt ggcccctgta octgccctgc c 51 
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<210> 4640 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorpliism 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43247677 
<400> 4640 

tgatccaata aagttgtaaa araggaaaaa aaaaaaaaaa aaaaaacaag a 51 

<210> 4641 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928724 
<400> 4641 

cctgggccag ggtctgtgtg aatgtggcac tggcccaggt tcatacctta 50 

<210> 4642 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 951092 
<400> 4642 

tttttttttt tttttatctc ccacaatgac atttat^taat aacatttctg g 51 

<210> 4643 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) ... (0) 
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<22l> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43951092 
<400> 4643 

tctttaaact aaaactccaa gcaggtatca gatacaaaac ccaactgcag g 51 

<210> 4644 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43930854 
<400> 4644 

gctctatcca cccctacagc ttccctggcc aaccaggttc aaagcccatc a 51 

<210> 4645 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930854 
<400> 4645 

ccacagagag aggatgggaa actagagtag aagctacaag ggctaagaac t 51 

<210> 4646 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930854 
<400> 4646 

tttttttttt tttttttttt tttttttcac tgcaaattgt ttattaaaac a 51 

<210> 4647 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) - . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43930854 
<400> 4647 

agagggttgg aatgaagact ccgaaocacc aggatgggaa acatgaggct 

<210> 4648 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

■ 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (Q) 

<223> Accession number cg43930854 
<400> 4648 

gagggttgga atgaagactc cgaaggccac caggatggga aacatgaggc t 

<210> 4649 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988751 
<400> 4649 

cggctccaag aaggccccca aggggactta ccttcagggg gctgagccaa 

<210> 4650 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . .-(O) 

<223> single nucleotide polymorphism 
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<22l> misc_feature 

<222> (0) . . . {0) 

<223> Accession number <cg4 39 8£ 751 
<400> 4650 

ggctccaaga aggcccccaa ggggggactt accttcaggg ggctgagcca a 51 

<210> 4651 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988751 
<400> 4651 

gctgagccaa gggggaaagg ggtggcccag aacaggggaa ggggcaggca 50 

<210> 4652 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988751 
<400> 4652 

agggggaaag gggtggcccc agaacggggg aaggggcagg catgggggga a 51 

<210> 4653 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (0) . . . <0) 

<223> Accession number cg43988751 
<400> 4653 

tttttttttt tttttttttt tttttttgaa aaaccaaacc tcaaaaagcc a 51 
<210> 4^54 
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<211> 51 

<212> ONA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nu-cLeotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43988751 
<400> 4654 

tttttttttt tttttttttt tttgttaaaa accaaaoctc aaaaagocac -t 51 

<210> 4655 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<210> 4656 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43135797 
<400> 4656 

tttttttttt tttttttttt ttttgccatt attttgattt attgcattct SO 

<210> 4657 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<221> 
<222> 
<223> 



mis cofeature 
(0) . . . (0) 

Accession number cg4 3 135797 



<400> 4655 

ggcatggagc gtgggccacg agggcacctc cccaggagcc cacagcagcc 



SO 



<220> 
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<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43258297 
<400> 4657 

tttttttttt ttttttttat ggggcggcgg gggtctttat tcgtcagatt t 51 

<210> 4658 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . .'(0) 

<223> Accession number cg43919239 

* 

<400> 4658 

atgtctttct gtccctgcag gcggacgctg aacctccgtt gctgctggga g 51 

<210> 4659 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919239 
<400> 4659 

ctctctaagt aggcaataga tccagcccct aggctgtccc cacagcctct 50 

<210> 4660 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919239 
<400> 4660 
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totetaagta ggcaatagat ccagggcooc tagcpofcgtcc ccacagcctc t 



PCT/US00/35498 

SI 



<210> 4661 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . 10) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919239 
<400> 4661 

agtaggcaat agatccaggc ccctagctgt ococacagcc tctgtfCttcg SO 

<210> 4662 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919239 
<400> 4662 

gtaggcaata gatccaggcc cctagctgtc cccacagcct ctgtcttcgg SO 

<210> 4663 

<211> 5i 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943351 
<400> 4663 

gggtgggcga gattctggac tgaggtgggc aggggaggga gaaaggtgct c 51 

<210> 4664 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)...<26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943351 
<400> 4664 

actggggctg agccgggccc tccagctcat gcccggctgc aggtgaacat 50 

<210> 4665 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946935 
<400> 4665 

accgcaaagg tgtttggcga tccgcgagaa gttgttggcc ccaggagcat 50 

<210> 4666 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg39524115 
<400> 4666 

ttctcctgcc tcagcctocc aagtagctgg gattacaggc acgtaccacc a 51 

<210> 4667 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (O) 
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<223> single nucleotide ^polymorphism 

<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg39524115 
<400> 4667 

cccgccttgg octoccaaag tgctgagatt acaggcat-ga gccaocacgc c 51 

c210> 4668 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg39S24115 
<400> 46*8 

ttggcctccc aaagtgctgg gattataggc atgagccacc acgcctggcc t 51 

<210> 46*9 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43930377 
<400> 4669 

caatgttgtt tatataagta taccaattat aagtctactg gagatccaaa 50 

<210> 4670 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 917492 
<400> 4-670 

cgcocaagtg acttgctgaa taocaccaca aaatctgaac ccaaagatga g 51 
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<2XO> 4671 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917492 
<400> 4671 

actttcatac tggttatttt ttttttaatt ctgtcagtga gcagcatttc 

<210> 4672 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . - (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917492 
<400> 4672 

ctttcatact ggttattttt tttttaattc tgtcagtgag cagcatttcc 

<210> 4673 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917492 
<400> 4673 

tttcatactg gttatttttt ttttttaatt ctgtcagtga gcagcatttc 

<210> 4674 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_j£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43917492 
<400> 4674 

cgaagcaccg ttgctcggag cagccggcgg ggagcaggag ctcagggaca SO 

<210> 4675 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917036 
<400> 4675 

agcatcccag agaagctctg tctgcactgc aaagocatgg ctgcagacat c "51 

<210> 4676 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43041577 
<400> 4676 

tgaaaccaga atcttttttt ttttttaatc tgtaaatagg tgtacttttt c 51 

<210> 4677 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43 943919 
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gagfccagaac attagactta tagtgaagga gcagaactga accctggcct g 51 



<210> 4678 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4678 

gaaaaattct ctctcaaaac aaaacaaaaa aacctacaca caactgagtg 50 

<210> 4679 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4679 

acaaatgtac tagtttcttt ttgttaaaaa gggggtagga ttaggtttca 50 

<210> 4680 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . ,<0) 

<223> Accession number cg44921374 
<400> 4680 
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50 



<210> 
<211> 
<212> 
<213> 



4681 

SO 

DNA 

Homo sapiens 



c220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_featuxe 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4681 

tgcattttca gcaatattat cgccaagact ctgattgctc agtccacaca SO 

<210> 4682 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4682 

agttcaactg ttctcaatct atgctaaaaa aaaaaaatga caaataataa 50 

<210> 4683 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4683 

ctcaatctat gotaaaaaaa aaaaatgaca aataataaat tictacatttc 50 
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<210> 4664 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22X> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4684 

tcaatctatg ctaaaaaaaa aaaaaatgac aaataataaa tt<2tacattt c 51 



<210> 4685 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 



<400> 4685 

agctgtaact cagtgtggtt ttgcaactgc ctacgttagt accaggtatt c 51 

<210> 4686 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 



<400> 4686 

ggtattccat aaaactctgt agaggtcatt tacatttcgt aaattctgta a 51 

<210>. 4687 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (2«) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s cofeature 
<222> (0) . . . <0) 
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<223> Accession number og44921374 
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<400> 4-687 

aatcaactac tgatcataac agococatta aaaactcaaa cactttatat t 51 

<210> 4688 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44921374 
<400> 4688 

atccagcaat gccaatatag gtaatctgat agcccctatt tgcaaagtga t 51 

<210> 4689 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927534 
<400> 4689 

tgatgtgtca ttctccccag cagggagggg gtggaatggc ttgggttgta 50 

<210> 4690 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43965796 
<400> 4690 

caaaaatt-ca cagogcotgt gaggacct-tt ggctggaact ggtgacacct SO 
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<210> 4691 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965796 
<400> 4691 

agcacctctc ccagct-ccag cocattggct ggagaggaaa agggcagaaa a 

<210> 4692 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) ... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965796 
<400> 4692 

cacacctact acacagatga taaaatccca caatcgtatc tgttcatgtt 

<210> 4693 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43965796 
<400> 4693 

tgctgtaggc ctcctcgaac atggcttgca ggggaag^cgg gccttcagct 

<210> 4^694 

<211> 50 

<212> X>NA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> X26) . . . iC) 

<223> single nuoleoti-de polymorphism 

<221> mise_j£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 4694 

tt<:tctccca gcagcctggg gggcaggcag agcctccagt cggacocctt SO 

<210> 4695 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . > (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Acce&sion number cg43942977 
<400> 4695 

ctctcccagc agcctggggg gcaggcagag cctccagtcg gaccccttcc 50 

<210> 4696 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43261322 
<400> 4696 

atgtcaacat ttttgattct agctatctgt attatttcac ctagcttgtc c 51 

<210> 4697 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43261322 
<40O> 4697 

ccagaaaacc accaatcggc tttcaatttg cattttgtag ttttatgtga a 51 

<210> 4698 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . {0) 

<223> Accession number cg43985545 
<400> 4696 

agagcagaaa gggacacctc catagtgtgt ctatggaccc atttttgctt t 51 

<210> 4699 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985545 
<400> 4699 

catcagccta tcaggaaatc tgaggagagg cagacaacca gaaggagagt t 51 

<210> 4700 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43985S45 
<400> 4700 

gaggggaggc agacaaocag aaggaaagtt gcttcctctc tcaccaggaa g 51 

<210> 4701 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22i> allele 
<222> . . . (O) 

<223> single nucleotide polymorphism 

<22l> tni-sc_j£eature 
<222> (0) . . . (0) 

<223> Accession number cg42718779 
<400> 4701 

gggctgagaa tgaacctgac tagaggttct ggagataccc agaggtcccc c 51 

<210> 4702 
<211> 50 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . • (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) • . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> mi s cofeature 
<222> (0) . • . (0) 

<223> Accession number cg43 937734 
<400> 4702 

ggttccttgc ctccttctgg tgctctactc caagtctatt tcatttttcc 50 

<210> 4703 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937734 
<400> 4703 

tcctagtatt tttctttacc tgaagtaggg ccatttattt ttaatttcac t 51 

<210> 4704 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43937734 
<400> 47t)4 
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ctcgctgacc taataaggcc atgcaagtgt gcgggggagc tacataaaag c 51 



<210> 4705 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924529 
<400> 4705 

agtctgggac tcctggccct ccaggccctc ctctcccaga gaccctgatg 50 

<210> 4706 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42924529 
<400> 4706 

ctccaggccc ctcctctccc agagagcctg atgcagcttg tgggctggac c 51 

<210> 4707 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43961927 
<400> 4707 

ttattttaac -ccagggocag ggagggaagc ttcaatcctg ctgcttggtt 50 

<210> 4708 
<211> 51 
<212> 15NA 
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<213> Homo «£*piens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43961927 
<400> 4708 

tattttaacc cagggccagg gaggccgaag cttcaatcct gotgcttggt <t 51 

<210> 4709 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscjc eature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 
<400> 4709 

taattaactt cattgccgct ggattatgtt cagcctttaa aaatatttct t 51 

<210> 4710 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 

• 

<400> 4710 

gtgttgtaaa attaaaaatg cttctataaa gttttcaagg tagggagtga t 51 

<210> 4711 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2G 

<221> mi s cofeature 
<222> (0) . . . <0) 
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<223> Accession number cg43 985220 

<400> 4711 

tttattatrtg tgtatatota atatataagt atgtgtgata ctaaggtttg 

<210> 4712 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25).. -(26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 
<400> 4712 

ttattattgt gtatatctaa tatataagta tgtgtgatac taaggtttga 

<210> 4713 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43269627 
<400> 4713 

ttttgataat aagcaacctt gtgatgtcta ttcaagaaaa gccagagccc 

<210> 4714 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg432561€9 
<400> 4714 

ctgggtgccg cacagtctgc tccctcggga cagaaaccca cagggtcgag 

<210> 4715 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> {26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg432S6169 
<400> 4715 

gggagggcac acaggctggg tggcaocagt ggccaggocc cttagctggg SO 

<210> 4716 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43256169 
<400> 4716 

ggctgggtgg cacccagtgg ccaggccctt agctgggccg caggcagcac SO 

<210> 4717 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43256169 
<400> 4717 

cagtggccag gccccttagc tgggcgcagg cagcaotgag ccgcctggag SO 

<210> 4718 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26)... {O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983449 
<400> 4718 

ccctgaaaag aaatacacag cctaggcata gtatatcata taaaggttat t 51 

<210> 4719 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 983449 
<400> 4719 

aagaaataca cagcctagtc atagtgtatc atataaaggt tattttctta t 51 

<210> 4720 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983449 
<400> 4720 

tccatagttc ccttactagg cagtgcacat aaagttattt agttaacatt 50 

<210> 4721 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) . . . iO) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43983449 
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51 



<210> 4722 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983449 
<400> 4722 

gtcagcaaaa tgcctttgac tgacgcctgg afctattttac caobtaaect 50 

<210> 4723 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983449 
<400> 4723 

atggtaatag taactaaact acatctaacc ctgaaggtag aaaaatccct g 51 

<210> 4724 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43983449 
<400> 4724 

gaaggtagaa aaatccctga aaagatatac acagootagt catagtafcat c 51 

<210> 4725 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (2€) 

<223> Nucleotide deleted between bases 25 and 26 

* 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925411 
<400> 4725 

aaacaaaggt accagtcgcc gocgcggagg aggaggagcc ggagcctctg 50 

<210> 4726 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971525 
<400> 4726 

acctctgaag taaggcacaa cacaactcca ttgtcactgt ggcagaagtc c 51 

<210> 4727 

<211> 50 

<212> DNA 

<213> Homo sapiens 

c220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971525 
<400> 4727 

aagactgtgg tccacgggcc taaggacttg agcttttccc tcaactgaag 50 

<210> 4728 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 

■ 
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<222> i0) . . . <0) 

<223> Accession number cg4397iS2S 
<400> 4728 

atgaetcat?ca agaafc-tacta gaeafcttaaa agfcgtcttta agtgtctfcfcc c SI 

<210> 4729 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 aiKi 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg440276S8 
<400> 4729 

tgagagaaaa ttgagatgtg taaaatctag ttactgcctg taaa<tggtgt SO 

<210> 4730 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

■ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027658 
<400> 4730 

ggcctcgggc accgcgtcct gtgggcggcc gcctgcctgc ccgcccgccc 50 

<210> 4731 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> (0)...(0) 

<223> Accession number cg44027€S8 
<400> 4731 

cctgcocgcc <jgcccgcagc ccottcgctg ocggcccotg ggcggccgct g 51 
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<210> 4732 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44027658 
<400> 4732 

ctgcccgccc gcccgcagcc ccttgcctgc cggcccctgg gcggccgctg c 51 

<210> 4733 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027658 
<400> 4733 

cttggctgcc ggcccctggg cggcccctgc catgggcacc gacagccgcg c , 51 

<210> 4734 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44027658 
<400> 4734 

ttggctgccg gcccctgggc ggccggtgcc atgggcaccg acagccgcgc g 51 

<210> 4735 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . <26) 
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<223> Nucleotide deleted between bases 25 and 2^ 



<221> mrsc_£eature 
<222> (0)...(0) 

<223> Accession number cg43999829 
<400> 4735 

gaagcagggc cctgactgcc cccccggocc ccctctcggg ctctctcacc 50 

<210> 4736 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43999829 
<400> 4736 

taaatgcaaa gcacacctcg gccgagcctg cgccotgaca tgctaacotc SO 

<210> 4737 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

w 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43999829 
<400> 4737 

aaatgcaaag cacacctcgg ccgagcctgc gccctgacat gctaacctct 50 

<210> 4738 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc^feature 
<222> (2S) . . . (2G) 

<223> Nucleotide deleted -between bases 2S and 25 
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<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43 917524 
<400> 4738 

cttcccagtc tttttttttt tttttgagac agggtctagc tgtcacccag 50 

<210> 4739 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000122 
<400> 4739 

caaaggtggc aaacatattt attgcatcac tgtaaataga gaaaatcttg t 51 

<210> 4740 

<211> '51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000122 
<400> 4740 

gcagctgtgc tgtgattatg agacaaatac aatgattcac actggctgga a 51 

<210> 4741 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000122 
<400> 4741 

agacggtgaa ggatt?ccaca gccagcgctg tattagcagc tagagcgatg g 51 

<210> 4742 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<22l> allele 

<222> (2*6)... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44020482 
<400> 4742 

ggcaggcgga ccccagcccc gggggacatg agggccaggg gagggcagtg 50 

<210> 4743 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> . . 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43334997 
<400> 4743 

ctgcgctctg agatgagctg ccctccgctc cctccggggt ggcgcgcccg g 51 

<210> 4744 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43958563 
<400> 4744 

atgactgtat ttattttgta caaaacgcag taacacttct tctttfccotc t 51 

<210> 4745 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases OS and &6 
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<221> mis cofeature 
<222> (0) - . . <0) 

<223> Accession number cg439585 , 63 
<400> 4745 

agtgggaaat gaaaacaggc agaggcagca ggtttctcgg ctagggctct 

<210> 4746 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439585€3 
<400> 4746 

aacaggcaga ggccagcagg tttctggcta gggctctgcc tataacgccc 

<210> 4747 

<211> 50 

<212> DNA ' 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958563 
<400> 4747 

agcaggtttc tcggctaggg ctctgctata acgccctggt cctgctcatc 

<210> 4748 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s c_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession nunter cg43958563 
<400> 4748 

gcaggttfcct -cggctagggc tot get at aa <:gocctggtc ctgct-catct 50 

<210> 4749 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . - (2«) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44964063 
<400> 4749. 

aaatacagtt aaatgtgtta tttgctttaa aattataaaa agcaaagaga SO 



<210> 4750 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> 126) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg449640S3 



<400> 4750 

tacagttaaa tgtgttattt gctttaaaat tataaaaagc aaagagaaga 50 

<210> 4751 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and £6 



<221> miec__£eat ure 
<222> (0)...<-0) 
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<400> 4751 

atggctctgc ctgtccttcc ccagtcacca gggtgggggg gacaggggca 50 

<210> 4752 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . {26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43951474 
<400> 4752 

tggctctgcc tgtccttccc cagtcaccag ggtggggggg acaggggcag 50 

<210> 4753 
<211> 51 
<212> DNA • 

♦ 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951474 
<400> 4753 

agtgcattca ttttgtgctt ttcttatggg ctttctgctt agtctgaaag g 51 

<210> 4754 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43973724 
<400> 4754 

gcttttattc aactaaggta cttactaaaa -ccttaggttt tatacaggtg t 51 

<210> 4755 

<211> 51 

<212> DNA 

<213> Homo sapiens 



1355 



WO 01/47944 PCT/6SO0/35498 

<220> 

<221> alleiLe 
<222> X2€) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43119818 
<400> 4755 

agccctgctt ctgacataat ccagfctaaaa taa-taat-ttt taagaaataa a 51 

<210> 4756 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
<221> misc_JEeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<z222> (0) . . . (0) 

<223> Accession number cg43119818 
<400> 4756 

tagtaatctg taagcataag cttatcttaa attcaagttt agtttgagga 50 

<210> 4757 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919223 
<400> 4757 

atctttttct tacaggattc ttacctcagg aatagatgga catggcctgg c 51 

<210> 4758 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_featur-e 
<222> <0) . . . (O) 

<223> Accession number cg4332^633 
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<400> 4758 

cctcaaagcc aggtgct^gc caaatgcctt gatcacagcc tocatggcca g 51 

<210> 4759 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43922710 
<400> 4759 

ctctacccag ctaaatacac attatgcatt tagcaaacta acttacaagt 50 

<210> 4760 

<211> 51 

<212> DNA 

<213> Homo sapiens 

* 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935709 
<400> 4760 

acaacaacta tattttggac aaaaccattt ttttttaatc tgtcttgtaa a 51 

<210> 4761 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43935709 
<400> 4761 

tacttccttt tgagfcctctg atggctacaa catttcattt gagatgtttg g 51 

<210> 47*2 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) <0) 

<223> -single nucleotide polymorphism 

<22l> miec^feature 
<222> (0) . . . (0) 

<223> Accession number cg43935709 
<400> 4762 

tgcccatggt ggaaatgctg gaaaatttaa aggtaagaaa taaaacatag c 51 

<210> 4763 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . • (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4393S709 
<400> 4763 

gatggataga tttttttttt tttaaggaaa ttagcctoec tgggtactta c SI 

<210> 4764 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele " 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4393S709 
<400> 4764 

tcctgcttgg ctttcatttc acaggcctgc agccttgtct ctggaaggtg SO 

<210> 4765 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950100 
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<400> 4765 

aggatggaaa ggtggaaggg taaatagcac agggagaaaa acaaagtgtt c 5: 

<210> 4766 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44030891 



<400> 4766 

ccccagccct ggctgccctc tgcggtcccc acoccagccc tgcccctagg t 

<210> 4767 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936172 
<400> 4767 

acctcatgtc tctgggccgg gaagcacgat ccctcatcca tcaggcctgc 50 

<210> 4768 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . i0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917807 
<400> 4768 

actcctttag gcacgcaggt aactgccccc cacgcccccc cgccacctcc c 51 



<210> 4769 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 
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^c22l> allele 
<222> . . - «>) 

<223> single nucleotide polymorphism 



<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43917807 
<400> 4769 

gagaagatta acaaagtoct ttctt-fecaat atcaggatag fccatgagttg c 

<210> 4770 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917807 



<400> 4770 

agaagattaa caaagtcctt tcttctaata tcaggatagt <:atgagttgc a 

<210> 4771 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) .'. . (0) 

<223> single nucleotide polymorphism 



<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439l7807 



<400> 4771 

gaactatgag attcttgctc cctccgggga gccaaggagc ttgcaactgg 

<210> 4772 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi*s c_£e a ture 
<222> (0) . . . (0) 

<223> Accession number -cg4 3917 80 7 



<400> 4772 
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agagaatgga cagtgtgatc cttgtctgtg ctagccattg ggtgatgcac c 51 



<210> 4773 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_ feature 
<222> (0) . . - (0) 

<223> Accession nun^er cg43285114 
<400> 4773 

gcgggcaccc cgtggggtct ttggcagctc acaggacaat ggcagtggag g 51 

<210> 4774 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43303845 
<400> 4774 

tggtgtagcc ccctggccgc cgaagaggag ccggacactt gtctcccgtc 50 

<210> 4775 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992302 
<400> 4775 

cattccfccat tgtttoatgt ttgactttta aggtgaaaaa agaaaatggc c 51 

<210> 4776 

<211> 51 

<212> DNA 

<213> Homo ^sapiens 

<220> 

<221> allele 
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<222> (26) . . . <0) 

<2-23> single nucleotide polymorphism 



PCT/USOO/35498 



<221> misc^-eature 
<222> (0) . . .<0) 

<223> Accession number cg43992302 
<400> 4776 

tttgcataaa tcataaatgt atgtcfctctc tgtaattgtt ttaatgfegtg c 51 

<210> 4777 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0). 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) • . . (0) 

<223> Accession number cg4393507€ 
<400> 4777 

ccaaccccaa agcattttgg ggttcggcca agecagacaa gggacccaca a 51 

<210> 4778 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935076 
<400> 4778 

aagtgaaagg tttgggtggc gtgggctcat gccacactga ttggtcagta 50 

<210> 4779 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . {ZS) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi«sc_£eature 
<222> (0) . . .<0) 
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<223> Accession number cg4393S076 

<400> 4779 

agtgaaaggt ttgggtggcg tgggctcatg ocacactgat tggtcagtag 

<210> 4780 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935076 
<400> 4780 

acactgattg gtcagtagac aggggcacat gccaaacacc acagggcatc 

■ 

<210> 4781 

<211> 50 

<212> DNA 

<213*> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935076 
<400> 4781 

ttggtcagta gacagggggc acatgcaaac accacagggc atcagatgct 

<210> 4782 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43935076 
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<400> 4782 

4:ggtecag4:ag acagggggca catgcaaaca -ccacagggca t-cagafcgctg SO 

<210> 4783 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
* <223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 935076 
<400> 4783 

acactgtttt aagcagtatg tttaactgga tgatt-tocac aaacfcatoca c Si 

<210> 4784 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935076 
<400> 4784 

agtatgttta attggatgat ttccataaac tatccacgaa gtttctaacc a 51 

<210> 4785 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952219 
<400> 4785 

cagtggttag tagttttttt tttttccttt ttttaaagca taagcaatag SO 

<210> 4786 

<211> SI 

<212> DNA 

<213> Homo sapiens 
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<220> 

>c221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922796 
<400> 4786 

cagggcacca gacagcagcg gcccccttcc caggaggtac aggagacagg a 51 

<210> 4787 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4394749l 
<400> 4787 

aaactttaat tgaatgagaa ttacacctgt caaagacctg ggcagtacac t 51 

<210> 4788 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . ... (0) 

<223> Accession number cg43994220 
<400> 4788 

tgcctttgaa gtcagttctg ggtttcccag ctctggctga ccattttgtt 50 

<210> 4789 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> miec_£ieafcure 
<222> (0) . . .<0) 

<223> Accession number cg43994220 
<400> 4789 

tccctgagtg tctgagtccc cggcagcggc -ctofccaotcag ggfecagcggg SO 

<210> 4790 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 994220 
<400> 4790 

ccctgagtgt ctgagtcccc ggcagcggcc ttcactcagg gtcagcgggc SO 

<210> 4791 

<211> 50 

<2X2> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43948495 
<400> 4791 

cgcggagcgt gcggtctgga ccaccaaggg aaaacccctc attttagcac 50 

<210> 4792 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_j£eature 
<222> (0) . . . i0) 

<223> Accession number cg43948495 
<4O0> 4792 
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tcattttagc acaggcggcc tgggcagcgt ccaagctctc gtactgaata t 51 



<210> 4793 

<211> 51 

<212> DNA 

<213> Homo sapi-ens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4793 

gcgtccaagc tctcgtactg aatatgggca aagctatctc ctttgacgtg a 51 

<210> 4794 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4794 

tccgaatgct cccaaagcgg tcaaattctc gggccagagc cgccagtgac g 51 

<210> 4795 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4795 

ocgaatgctc ccaaagcggt caaaccctcg ggccagagcc gccagtgacg t 51 

<210> 4796 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 
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<222> (0) . . . <0) 

<223> Accession number <jg4394€49S 



PCT/USOQ/35498 



<400> 4796 

gaggofcgatc tcgocgaagc g<ct-bgrgaact ggtggaagag -coggtoobog a 51 

<210> 4797 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43948495 
<400> 4797 

cggtcctcga ggtgctcggc gggcafccgcg agggccaagg *cgccggggac g 51 

<210> 4798 

<211> 51 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4798 

tcgaggtgct cggcgggcag cgcgacggcc aaggcgccgg ggacgcgaat c 51 

<210> 4799 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4799 

tgctcggcgg gcagcgcgag ggccacggcg ccggggacgc gaatoaocgc g 51 

<210> 4800 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (25) . . .X26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4800 

tttttttcag gtttaaaaat ccatctctgt caaaggtttt actgacaact 50 

<210> 4801 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4801 

tttcaggttt aaaaatccat cctctcgtca aaggttttac tgacaacttt c 51 

<210> 4802 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 

* 

<400> 4802 

ctagcttgcc caatgtcctt agtgcagact ggaggtactg ctgggaaaag t 51 

<210> 4803 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4394«495 
<400> 4803 

gggtgggaag gcgtagagca tgccttgtgc cgtctctgcc cttggacccc c 51 
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^:210> 4804 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948495 
<400> 4804 

ccccccactg gcaagctgat caccctgcgg cctgcttctg tt*>caagtag SO 

<210> 4805 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 916993 
<400> 4805 

atccgcttga ttccacttgg ttttgaaaag ttttccaaat ctt-tggagag t SI 

<210> 4806 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916993 
<400> 4806 

cccacaaagg gggacgatca cggccagcaa aagcgatgct gagaggggaa 50 

<210> 4807 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916993 
<400> 4807 

gcccagcaaa agcgatgctg agaggagaaa cagtccagag tccaacagca g 51 

<210> 4808 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916993 
<400> 4808 

tatgtatagg ggccgggggc ttctgccagg gctcccctgg accaggacgc 50 

<210> 4809 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22X> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43916993 
<400> 4809 

tgtatagggg ocgggggctt ctgccagggc toccctggac caggacgcca 50 

<210> 4810 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . .<0) 

<223> single nucleotide polymorphism 
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<221> mi&c_featua?e 
<222> <0) . . . (0) 

<223> Accession number cg34758981 



<400> 4810 

tttttattaa tacaagtcac tttttcaaaa atttggattt tt-ttatatat a 



51 



<210> 
<211> 
<212> 
<213> 



4811 

51 

DMA 

Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42910848 
<400> 4811 

gacaggtgtg ggaggtagct cgaaatatac agagtgttcg caacactaga g 51 

<210> 4812 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . .....(0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42910848 
<400> 4812 

gtagctcgaa acatacagag tgttcacaac actagagacg tcttcrtggct g 51 

<210> 4813 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43317146 
<400> 4813 

cagctttgct gaaactgtac tttggactcc agacttcact gtccfctaggc a 51 

<210> 4814 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223>. Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43317146 
<400> 4814 

agattcattt tcttgagtgg cactgcatgc tcattcagtg aaaacttgtg 50 

<210> 4815 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . - (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43317146 
<400> 4815 

gattcatttt cttgagtggc actgcatgct cattcagtga aaacttgtgg 50 

<210> 4816 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43957878 
<400> 4816 

ttocactaca aaaatacaga ggagacaggg tgtttcctgt atccgcctca t 51 

<210> 4817 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> "allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 
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<22l> miscj6e3tus?e 
<222> (0) . . .«0) 

<223> Accession number <ecf4 3 0S1€3€ 
<400> 4817 

ttaaaattat tt<ctaggaag tcaaaaaaat ataataaagg gttogagooct c SI 

<210> 4818 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26). -.(0) 

<223> single nucleotide polymorphism 

<221> mi s c_fe a t ur e 
<222> (0) . . . (0) 

<223> Accession number cg4308T636 
<400> 4818 

aagtgaactg ctaatagtgt aagtatgtgc acaaaaecac tgocagataa c 51 

<210> 4819 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> <0) . . . (0) 

<223> Accession number cg43087<636 

♦ 

<400> 4819 

tttcttcctc caataaaagt ggtgtggtgc cgaaagtgct aaaatatfcta g 51 

<210> 4820 ' 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2€ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4391&679 
<400> 4820 

tgcctgtcta caocagtrcct gtcocaggac -tccccttcfeg ^tggtotggag SO 

<210> 4821 
<211> 50 



1374 



JNSDOOD: <WO 



01 47944 A2 L> 



WO 01/47944 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931€21 
<400> 4821 

gcattagaat gctggatgag acttaaagct tcagttcact gtaaaaacta 50 

<210> 4822 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 .and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931621 
<400> 4822 

attagaatgc tggatgagac ttaaagcttc agttcactgt aaaaactaaa 50 

<210> 4823 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number *cg43931621 
<400> 4823 

aaccgtgtct ataatttttt taaagaaaaa aacctgcttt ccaaaactta g 51 

<210> 4824 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<223> single nucleotide polymoagphiem 
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<221> mi sc_£eatuare 
<222> (0) . . . (0) 

<223> Accession number cg4285993€ 

<400> 4824 

tacttggaat acatgocatt atcfcccgcat tttacaaata agaaafccatc a 51 

<210> 4825 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) .'. . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_featuxe 
<222> (0) . . . (0) 

<223> Accession number cg42382358 
<400> 4825 

ctccccaccc accaccgctc ccgcgcaagc cagcccgtgc aacggaagcc 50 

<210> 4826 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946922 
<400> 4826 

ggtccgagga cagaagcggc cggtgcggga cgcaggggag gcagggtgac 50 

<210> 4827 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mi s c_feature 
<222> <2S) . . . (26) 
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<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946922 
<400> 4827 

agagatttac aacaatttta aagacaaaaa aaaaatggtc ctattatgtg 50 

<210> 4828 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946922 
<400> 4828 

aacaatttta aagacaaaaa aaaaatggtc ctattatgtg gtcccaacaa 50 

* 

<210> 4829 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928955 
<400> 4829 

ggcgaagagc tgggtcctgc agctctggtg ggagcctcct cagttctttt c 51 

<210> 4830 
<211> 51 
<212> DNA 

<213> Homo sapiens. 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439289S5 
<400> 4830 

gggagcctcc t-cagtt-cttt tcggacgcac tocacccccg cgaatccggt g 51 
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<210> 4B31 
<21X> SI 
<212> DNA 

<2X3> Homo saprLexis 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439289S5 
<400> 4831 

tgcggagagc gggcttagtg gcctccccgg cttcgtggcc fccccaggctt c 51 

<210> 4832 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43928955 



<400> 4832 

ctcgccggct tcgtggcctc ccaggtttcg ctctgaccct gtctgggctg g 



"51 



<210> 4833 
<211> 51 
<212> DNA 
<213> Homo 



sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 928955 



<400> 4833 

tcgctctgac cctgtctggg 



ctggacggag gccggaccgc ccttcctggc g 



51 



<210> 4834 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<2'20> 

<22Z> allele 

<222> (26) ... (0) 

<223> single nucleotide 

<22l> misc_£eafcure 
<222> (0) . . . <0) 
<223> Accession number 



sm 
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<400> 4834 

aggatagacg ggcgggtgac ocgtggcccc gtacccacga gtttgggtcc c 51 

<210> 4835 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4392B955 
<400> 4835 

ccccgtaccc acgagtttgg gtcccctgag gcatctctcc aggcctctgc c 51 

<210> 4836 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928955 
<400> 4836 

ttgagaaccc tctcgaggag tctgggctca tgaggatgcc agaacaaatg g 51 

<210> 4837 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43950545 
<400> 4837 

atccccacaa ctagatagaa tgaatctttt taggagcaaa tgacatgctt t 52 

<210> 4838 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . iO) 

<223> single nucleotide polymorphism 
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<22l> mis c_jf e ature 
<222> <0) . . . (t>) 

<223> Accession number cg44938448 
<400> 4838 

aagaatcata gacagctact accacagctg ctfccgtttgg acaaaaataa c Si 

<210> 4839 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4839 

catgtaaaaa gctgtcttgt tggcctgtta ttcccactga cccgtofcgag t 51 

<210> 4840 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4840 

ccatggtaat ttttcacaaa ttaaagacac attttgggtt gtgcaacagt g 51 

<210> 4841 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4841 

gctgcttcgt ttggacaaaa ataacgagga ggcatccacg ggattagtta c Si 

<210> 4842 

<211> 51 

<212> DNA 

<213> Homo sapiens 



13S0 



NSDOCJD: <wo. 



0147944A2J_> 



WO 01/47944 PC1YUSO0/35498 

<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 

<22l> mi sc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 



<400> 4842 

ttttcttttt taaccttttt atgccattca gtaggggaag tttccttgaa a 51 

<210> 4843 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4843 

gaaagttaga gagctgcaaa tctctaagta tcaatgtaaa gaagcagatg 50 



<210> 4844 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4493844 8 



<400> 4844 

gagctgcaaa tctcttaagt atcaacgtaa agaagcagat gacccaattc g 51 

<210> 4845 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
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<400> ^645 

*<ct?cttaag , ta -fccaatgfcaaa ^gaagoogatg asaccaa-tofceg gaaggtggtt o 

■ 

<210> 4846 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4846 

acgggattag ttacacggta t-caacctaoc accacagcag aatcaacagt g 

<210> 4847 
<211> 51 
<212> DNA. 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4847 

cgcggctgcc cgttggttcc gcccgggccg ttctactcca ggcagacggg a 

<210> 4848 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44938448 
<400> 4848 

gaaacacggc gcctcagcgt cccctceocc gttggttctg etcgggcoct t 

<210> 4849 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mis cofeature 
<222> (0)...<O) 

<223> Accession number cg43972431 



<400> 4849 

gaaaagtttt aacactggag aattcactat ggtgagccta agcaatatat a 51 

<210> 4850 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 
<221> mis cofeature 

<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mi sc_£ mature 
<222> (0) . . . (0) 

<223> Accession number cg43 931286 



<400> 4850 

ggatgtagtt* cctttgtaag ggtggcaggc ctcgtaagaa agatgtagca 50 

<210> 4851 

<211> 51 

<212> DNA 

* <213> Homo sapiens 

* 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . {0) 

<223> Accession number cg43298916 
<400> 4851 

* 

gctatggcat ctttaattat aaaaaataag caaataaaat aacttgcatc t 51 



<210> 4852 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43298916 



<400> 4852 

tttatatgca .catggagctt aaaaaatgta atttaacaat aaataat.gac a 51 

<210> 4S53 
<211> 51 
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<220> 



<221> allele 
<222> (26) . . AO) 

<223> single nucLeotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43298916 
<400> 4853 

gtggtctcag gggagcaggg gaaaagacat ggcagaggaa gttggtaaaa g 

<210> 4854 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43298916 
<400> 4854 

acgaagcttt ggaagtttaa ggggggaatt ggagggagta gggtggggga a 

<210> 4855 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44128041 
<400> 4855 

atatatttat ggccgggcag ggtgtgggcc atgcctcctc aggagocgaa 

<210> 4856 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 
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<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg44128041 
<400> 4856 

tatttatggc cgggcagggt gtgggccatg cctcctcagg agccgaagcc 50 

<210> 4857 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44128041 
<400> 4857 

tgcaggacct cgtgccaccc cgaggctgag cctggtccca cgagggtgcc 50 

<210> 4858 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<2 21> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128041 
<400> 4858 

tggtcccacg agggtgccgt gtccctgaca gggccagtgc agtttggtgt 50 

<210> 4859 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...<0) 
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*<400> 4859 

•tgcagtfctgg tgtgt<2Cfccc 



<2X0> 4&60 
<211> 51 
<212> DNA 
<213> Hotno 



gcofetaccag gagaagaacc -tgaagaa-cfca 



sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg42891437 



<400> 4860 
ggggacaggg cctggagt 

<210> 4861 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42891437 



51 



<400> 4861 

ggacagggcc tggagtcaga gctggtgggc gtgaggggcg 

<210> 4862 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> miscJEeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__ feature 
<222> (0) . * . (0) 

<223> Accession number cg43995142 



51 



<400> 4862 

gtttctcatt ttgttaaagc 

<210> 4863 
<211> 50 
<212> DNA 

•<213> Homo sapiens 



tgcaacaagt ttctttcaca afctacacttc 



SO 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949897 
<400> 4863 

ggagocacca agcactttgg agctgcctcg ccccctagga ggagagggtc 50 

<210> 4864 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42549778 
<400> 4864 

tgtgtgtgtg cactgctgtg tgtgtgtgca cgcacaggaa gcctttocac a 51 

<210> 4865 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg44002192 
<400> 4865 

ggactacatc tcccagccct tcacgtgtta aatatgagtg gttttaaaag g 51 

<210> 4866 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . X0) 

<223> Accession number cg44002192 
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<40C> 4866 

aagaccttca gtg*taga*;-cc agatgoccaa cot^t*cct-tg -fctaagttact -t 51 

<210> 4867 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44002192 
<400> 4867 

actggtcatc tcctgaggac ctgtaaatga occtgtggac tgttccgcac g 51 

<210> 4868 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949061 
<400> 4868 

gcccgggagt gttccgaacg gagctcgctc cgocacgccc act-cctaccc c 51 

<210> 4869 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307940 
<400> 4869 

tttttttgat tttttttttt ttttttgtag catagtgagt ggagtt^att t 51 

<210> 4870 

<211> 51 

<212> DNA 

<213> Homo sapiens 

c220> 

<221> allele 
<222> <26) . . .<C) 

<223> single nucleotide polymorphism 
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<221> misc_ feature 
<222> (0) . . . (O) 

<223> Accession number cg4330794O 
<400> 4870 

ttttttgatt tttttttttt ttttgttagc atagtgagtg gagtttattt t 51 

<210> 4871 
<211> 51 
<212> DNA 

<213> Homo sapiens, 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307940 
<400> 4871 

tttttttttt tttttggtag catagagagt ggagtttatt tttataattt g 51 

<210> 4872 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307940 
<400> 4872 

tgtcagaaaa atcaatagca tcaaactggt ctaacgtagc acctagattt 50 

<210> 4873 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . .i0) 

<223> single nucleotide polymorphism 

<221> mi sc__f eature 
<222> (0) ... (0) 

<223> Accession number -cg44002548 
<400> 4873 

aooggaattt tatattaaaa ggggcatcct ttttaaatat atgccgtgta a 51 
<210> 4874 
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<211> SO 
<212> DNA 
<213> Homo sap iens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . * (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43968302 
<400> 4874 

agcaggaacc tcctcacccc accctgggcc -ctgcotgagt -cafrtctocgt SO 

<210> 4875 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> raisc^feature 
<222> (0) . • . (0) 

<223> Accession number cg43968302 
<400> 4875 

aaaacatttg cccaggatag tgttacacag ctggaaattg etgctagagg a SI 

<210> 4876 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43303925 
<400> 4876 

ttggttacaa gatccagact tgggotgagc ggtccccagc cctcttcatg t 51 

<210> 4877 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (56) ... (0) 

<223> single nucleotide polymorphism 
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<221> mi s c_fea ture 
<222> (0) . . . <0) 

<223> Accession number cg43920467 
<400> 4877 

agagaagcca tgagtttcca ccagcggcag agtgagtcct gagcacaaca c 51 

<210> 4878 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_ feature 
<222> <0) . . . (0) 

<223> Accession number cg43 920467 
<400> 4878 

aaagaaagag agagagagag agagagagag agacagagag acagagagac a 51 

<210> 4879 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927337 
<400> 4879 

gcaagatgaa tgggaaagaa aatatagctt aagatctgtt tgcaaatgga 50 

<210> 4880 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43927337 
<400> 4880 
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i?" tgcaotgagfc -cagctecaagt gtgecaaaaa aaaaaaaaaa aaacaaacac SO 

<210> 4881 
<211> 50 
<212> DNA 

<2l3> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222"> (0) . . . (0) 

<223> Accession number cg43927337 
<400> 4881 

gtgtgccaaa aaaaaaaaaa aaaaacaaac accaacaaca aacaaacaaa SO 

<210> 4882 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927337 



<400> 4882 

tgggaagcaa gtggtctgag ggctcggctg ggactgggag ggaaagggct a 51 

<210> 4883 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43948130 



<400> 4883 

ttgtggtttt tgttttttaa aaaaaggccc ccagggcaag -fctatfctacag 50 

<210> 4884 
<211> 51 
<212> DNA 
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<213> Homo sapiens 



PCT/US00/35498 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<22l> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43948130 



<400> 4884 

tgtggttttt gttttttaaa 



aaaaaaggcc cccagggcaa gttatttaca g 



51 



<210> 4885 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc__ 
<222> (0) . . . (0) 

<223> Accession number cg44026811 
<400> 4885 

gagaacagtt tcacaataaa taatcacttc tctaaactgt acaaaatcct a 

<210> 4886 

<211> 51 

<212> DNA 

<213> Homo sapiens 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44 003626 
<400> 4886 

ggcctccagc tatggggtcc agggtttgaa cctcagggcc tggcagcttc a 

<210> 4887 

<211> 50 

<212> DNA 

<213> Homo sapiens 



51 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc__£eature 

<222> (25) . - . (26) 

<223> Nucleotide deleted 



between bases 25 and 26 



<221> misc_fea£ure 
<222> <0) . . . <0) 
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<223> Aooeseion ^number og4400 3*6^6 
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<4O0> 4887 
catctcagcc 



bctcatccag 



otgagototg 



gccacaccgt 



gcaagtggct 



SO 



<210> 4888 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> alLele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . ■ (0) 

<223> Accession number cg43271722 
<400> 4888 

cagctgggga ggcccggctt gtttcagacc aagattcccg gaagcaocag c SI 

<210> 4889 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973009 
<400> 4889 

acaaatgaat ctgtggatgc atcaagctat cgtcagtcaa acccctttaa a 51 

<210> 4890 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44028574 

* 

<400> 4890 

tcggaaccat cagcagagcc ccagggagag tcctcaccta aggggctggt g 51 

<210> 4891 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222>. (2-6) . . . <0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . - . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44028574 



<400> 4891 

caaaagtcat gagtccctgg cttggcocac cacctggtga ctcccgtcca 

<210> 4892 

<211> 51 

<212> DMA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986720 
<400> 4892 

tcttcgccgg gacatctgcc agtggtctcc tgggcaactc agaagcaggt g 

<210> 4893 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

• 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986720 



<400> 4893 

gtgctgggtc acccgcccgg gaatgttccg ccggagtctc gccctccgga 

<210> 4894 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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♦ 

<221> misc_£eafcure 
<222> (0) . . .<0) 

<223> Accession number cg4398€720 



<400> 4894 

cgggaatgct tccgccggag tcfccgccfccc ggacocaaag fcgctcfcgogc SO 

<210> 4895 

<211> 50 

<212> DNA 

<213> Homo sapiens 

• * 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986720 
<400> 4895 

aattaaattc tttaatacaa aatgcttttt tttttttaag ata4:atctgt "50 

<210> 4896 
<211> 51 
<T212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43986720 



<400> 4896 

tcagggagag agagattgga aacatgaatt tt-atatacaa aaaccggtac a 51 

<210> 4897 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number -cg43 98€720 
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<4O0> 4897 

taatacaaaa tgcttttttt tttttaagat atafcctgtat ttctttgtcg 

<210> 4898 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986720 
<400> 4898 

atactgaaaa aaaaccctac tcttttatta aattaactgt tttaatttct a 51 

<210> 4899 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986720 
<400> 4899 

tactgaaaaa aaaccctact ctttatttaa attaactgtt ttaatttcta a 51 

<210> 4900 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43114691 
<400> 4900 

gatctgtgtg tcttttttca gaaacatctg tgacaggccc atcaattttg a 51 

<210> 4901 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> {26) ... (0) 

<223> single nucleotide polymorphism 



PCT/US00/35498 

50 
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<221> misc_£eature 
<222> (2S) . . . <26) 

<223> Nucleotide deleted -between bases 25 and 2*6 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43932788 
<400> 4901 

aacagctaga tcaattttag agatgcctaa taggcctggg aaacaagtta -50 

<210> 4902 
<211> 51 
<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eat:ure 
<222> (0) . . . (0) 

<223> Accession number cg43 958446 
<400> 4902 

atggagagct cctcagcagg cggccaggga gaagfecagoc ccacagcggg g 51 

<210> 4903 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . - . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43923128 
<400> 4903 

ttcaaaattc agatattttt tttttgttcc ccttctacat aaaaaccfcca 50 

<210> 4904 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f eat ur e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0) . . . (0) 

<223> Accession number cg43923128 



PCT/US00/35498 



<400> 4904 

acatcttttc ttctgggcaa tagtagcctg gtctgaagtc tcaggtcaat 50 

<210> 4905 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleoti<ie deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<c223> Accession number cg43923128 
<400> 4905 

catcttttct tctgggcaat agtagcctgg tctgaagtct taggtcaatt 50 

<210> 4906 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 933691 
<400> 4906 

ctgggcatct cttctgagtc ttctttcgca ttcattttgg atgttaactt g 51 

<210> 4907 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> miscjEeafcure 
<222> (0) . . . (0) 

<223> Accession number cg43004093 
<400> 4907 

gctgggocag ctaaocctct gtgtcccctt gggcaaacag ccttccggcc g 51 

<210> 4908 
<211> 51 
<212> DNA 
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<213> Homo ^sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43004093 
<400> 4908 

cagccttccg gccgccggtt cattatcgtg aagatgttgg agcgccgct^ g 51 

<210> 4909 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> ndsc_feature 
<222> (25) . . . (-5*6) 

<223> Nucleotide deleted between bases 25 and -26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43963595 
<400> 4909 

tagaaagtgc ccgtggagcc ggcagaggcc cocgocgcgc tagagaaoca SO 

<2\0> 4910 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (*0) ... (0) 

<223> Accession number cg43 963595 
<400> 4910 

gggcggactc cgcaacgcgt tcctacgtac aocaccrtccc ctt-cggccct g 51 

<210> 4911 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ; . . (0) 

<223> single nucleotide polymorphism 

<221> misc_€eature 
<222> (0)--.{O) 

+400 
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<223> Accession number cg43937103 



PCTAJS00/35498 



<400> 4911 

ttaatgtgac agttttaaag gatttcagta gggaatcaga gtcctttgca g .51 

<210> 4912 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43937103 
<40O> 4912 

cgactcaata acctcatttg tttctgaaca tttttctttg ataaagtgcc t 51 

<210> 4913 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936370 
<400> 4913 

ctgttgtgga gaaggtggcg tttccccctt ttccataata aaatagaaat g 51 

<210> 4914 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43936370 
<400> 4914 

tgtgcggoca atgatggatt tgtttttttt atgttttaaa ataggattta a 51 

<210> 4915 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 
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<221> miscj£eatuare 
<222> (0) . . . (0) 

<223> Accession number cg439S0398 
<400> 4915 

aacaaaatga aacagatctc tccttttaca taaaacagct aaaaatt-tgg c 51 

<210> 4916 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950398 
<400> 4916 

tcatgtattt ggcttgaaaa aaaaaacaac aacaaaacaa acagttacaa g 51 

<210> 4917 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972658 
<400> 4917 

ggcagactcc atgtgtgtca aacgccgtgc atgaatcagg tttttagaag g 51 

<210> 4918 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972658 
<400> 4918 

aagaaatttg attctttcct ttgatactct tgggaaagaa cacatbtnccc a 51 

<210> 4919 

<211> 51 

<212> DNA 

<213> Homo sapiens 



1402 



NSDOCJD: <WO. 



.01 47944 A2_l_> 



WO 01/47944 



PCT/US00/35498 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44002087 
<400> 4919 

aagagaccac cagcagt^ac acctgccaat gacagatgca agcccaacac c SI 

<210> 4920 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43256968 
<400> 4920 

tactgaatac attggttcct tagacggcat caacaagcat atttttaaga a 51 

<210> 4921 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg29350504 
<400> 4921 

atagttcatg agtcaaattt caaataaatg aatgacataa tatataaaat 50 

<210> 4922 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miso_f eature 
<222> (25) . . . 126) 

<223> Nucleotide deleted between bases 25 and 26 
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<22X> misc_£eatu3re 
<222> <0) . . . XO) 

<223> Accession number cg293S0S04 
<400> 4922 

aaataaaggg acaaagttca tttttccata taaactcatt caaacatact SO 

<210> 4923 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040359 
<400> 4923 

caataattta tataaattat tttctcccaa actagatatt taataatcca c 51 

<210> 4924 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43271520 
<400> 4924 

tgcagacatg ctgtcactgc tccacgcatc aacgctggca gtccttgggg c 51 

<210> 4925 

<211> 50 

<212>. DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43302€89 
<400> 4925 

gggaagcagg ggatggggga ggtagocagg ccccgctggc tcaggagctc 50 
<210> 4926 
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<211> 51 
<212> DNA 

<213> Homo sapiens 



PCt/USOO/35498 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44008583 



<400> 4926 

agagtagttg aaatctttag gaatgtactt ctgagggcca aaaaatgtga c 

<210> 4927 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43067745 
<400> 4927 

aatggattct attctgacca atacagacag aaagagatca cagactccct a 

<210> 4928 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43067745 



<400> 4928 

attctgacca atacacacag aaagaaatca cagactccct accttagaag a 

<210> 4929 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (2^) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (O)...<0) 

<223> Accession number cg43067745 
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<400> 4929 

gaccaataca *cacagaaaga gat?catagac fccoctaoctt agaagaaggg a S3 



<210> 4930 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43067745 
<400> 4930 

tattgcattg aaaggtcatt gcagfccaaag gfctggggatt gcttgctgct a SX 

<210> 4931 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 10 84*65 
<400> 4931 

tatttccaca tcacatcaca gttcctaaaa cgactttaaa gtcfccaaaat t 51 

<210> 4932 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . - . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg431084*65 
<400> 4932 

tgtgattgaa ttagtgcatg gtaatcatgg catatacatt gcttaaggtg 50 

<210> 4933 
<211> SO 
<212> DNA 

<213> Homo sapiens 
<220> 
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<22l> allele 
<222> <2€) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43919033 
<400> 4933 

catatgtgga caccctcctg tccccggccc ctttcctttc acccagattt -50 

<210> 4934 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 919033 
<400> 4934 

cgccatctct gcagaagaac tcctggccac acacagaagg aaagttgatc 50 

<210> 4935 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919033 
<400> 4935 

tgctatgaaa catgtgaaaa gtgatattca tggtttaatt gtggatttta t 51 

■ 

<210> 4936 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc_feature 
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<222> (O) . . .«>) 

<223> Accession number X3g43919033 



PCT/WS0D/3S498 



<400> 493"6 

gctatgaaac atgtgaaaag -tegabtatcat ggtttaattg tggattttat t 51 

<210> 4937 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43919033 
<400> 4937 

ctatgaaaca tgtgaaaagt gatfctacatg gtttaattgt ggattfctatt a 51 

<210> 4938 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg42893815 
<400> 4938 

ttaataaaag aagtggtgtg tttttcccgt ggccagattt ttaagaaact t SI. 

<210> 4939 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 934644 
<400> 4939 

caggtgacgc tcgctccgct cgtccgobcg tcatggccta xrccgggatac 50 

*210> 4940 
<211> 51 
<212> DNA 
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<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935587 
<400> 4940 

cggtaaggct atcattcaag actctaggct ggtaataata tt-caggttta t 51 

<210> 4941 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4392€002 
<400> 4941 

agatgccatc ctctttctct tttctcgttt gctcatacta cattgagtag a 51 

<210> 4942 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 4942 

tcctaaaagc aaaataaaaa ctatttgaat gaaaagacaa gaaaatcagg t 53 

<210> 4943 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
<222> (2S)...<26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (O) . . . <0) 
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<400> 4943 

tcct«?tatta ttattttttt tttttgaaaa aagobcattt cafcgcbctgc 50 

<210> 4944 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 4944 

gacacactat catagttaac atagtaagtt cagcacttgt etcafctttaa 50 

<210> 4945 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 4945 

ttgtctttca aactccaagg ttcccttgtg gccctctccc ttaccctggg a 51 

<210> 4946 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 4946 

ataatttaac tacccttaat tacttaaaaa aaaaaaaaaa agctttafcga t 51 

<210> 4947 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 4947 

cttaattact taaaaaaaaa aaaaagcttt atgattttca taacttattg 

<210> 4948 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 4948 

ttaattactt aaaaaaaaaa aaaaaagctt tatgattttc ataacttatt g 

<210> 4949 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42545645 
<400> 4949 

tttcaacaaa agaattttct aagcattgct gctgttacca gacacttgag a 

<210> 4950 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__£eature 
c222> <0) . . . (-0) 

<223> Accession number cg42545€45 
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<40O> 49S0 
at«cttfcta«tg 



aaotgtgaat 



ttggggtcct 



gcaatggcac 



«sggtaagtga 



51 



<210> 49S1 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993887 
<400> 4951 

aaggcatctg aacttttaat gaactgtgaa ggacaaeagc atcfcfccccaa a 51 

<210> 4952 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43932292 
<400> 4952 

taaaattttt ttggtctttt tgtaagagag tgtgctgctg taagaaatct c 51 

<210> 4953 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43921057 
<400> 4953 

agccaatata gttttcttct ccataataac ataaacagct acaagaaccc t 51 

<210> 4954 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (2«) . . . (O) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921057 
<400> 4954 

aactaaaaac aattagatgt tcagaagcag tgtacaatga acgagaaatc a 51 

<210> 4955 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43258389 
<400> 4955 

gagggtaact ctgctggaca ttccacttca ctcatctgcg tgtcccccac a 51 

<210> 4956 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42832298 
<400> 4956 

ataaccttta tttaaaatag atttacttta ggaaagctca ttttatatga g 51 

<210> 4957 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg433077l3 
<400> 4957 

ctggccccgt cacggccgct gaaggagcac tgctgggcaa ggagaaacaa 50 
<210> 4958 
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<211> 5X 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43307713 
<400> 4958 

aggagaaaca aggccacacc tgcaaaotgg g'ctgcagggt gaggtggctc c 51 

<210> 4959 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43307713 
<400> 4959 

tttttttttt ttttttttta ccaaaa-tgcc ttt«:atfctac aterogagaaa a 51 

<210> 4960 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951899 
<400> 4960 

cccctccagt ttgggggtct aaaccaaaca ggagaggtgc aggggaccag g 51 

<210> 4961 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide -deleted between bases 25 and 26 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951899 
<400> 4961 

gcaaggggtc ccagggcctg gagccgaggc ccagccaaaa gcacacagca 50 

<210> 4962 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43951899 
<400> 4962 

ttttagtggg aagctccagg occtgccctc cccgggggcc tcgaggtcgg 50 

<210> 4963 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43951899 
<400> 4963 

tagtgggaag ctccaggccc tgccctcccc gggggcctcg aggtcgggga 50 

<210> 4964 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mi s cofeature 
<222> <25) . . . (2S) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<400> 4964 

tctttttctc aggcctgagg gggaascattt ttggtegtgat aaataoccta 50 

<210> 4965 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43939521 
<400> 4965 

cttctgattg agcggttgcc atggctggtc fcccgtggggc agggfctgggc c 51 

<210> 4966 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982971 
<400> 4966 

agccaggtgt cttcccgggc cctgcagacc ctgctcacat tccctctgct Si 

<210> 4967 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_f e atur e 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 982971 
<400> 4967 

ggcttgggtg gcgfccggggc agggogooga ggctgggagg aagcccttct 5 
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<210> 4968 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc — feature 
<222> (0) . . . (0) 

<223> Accession number cg43982971 
<400> 4968 

ggtggctgct gggtggggcc gggaaaaagg gcccctgacc ctgtgtgctg g 

<210> 4969 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982971 
<400> 4969 

agctttgtgc ccctggatgc gctaaaattc actcttgttt gtccctggac t 

<210> 4970 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948724 
<400> 4970 

tgtgaaccta cctgccttgg agaggcccag gtcccaaatc tcttcaaatt 

<210> 4971 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 
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<221> m±s<:__f eature 
<222> (0)...(O) 

<223> Accession number cg43948724 
<400> 4971 

tcagttttat gccccattgg attactt<?tt tttttttttt btttt?tacfcc t SI 

<210> 4972 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948724 
<400> 4972 

ttgaaagctt tgttttgtgg tagtcgcttt tgggaagaat ccagtattat c 51 

<210> 4973 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

c221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43948724 
<400> 4973 

gaaatgctgt tagtaaattt ctgtgcattt tttttttfcfca atttgttttg c 51 

<210> 4974 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) (0) 

<223> Accession number cg43948724 
<400> 4974 

gcatcagacc tgcattgaac agtcctgtgg aaaggocaag <^gtgaccag g 51 

<210> 4975 

<211> 51 

<212> DNA 

<213> Homo -sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single "nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946376 
<400> 4975 

agcgatataa tttaaaagtt ttttttcatt agaaataaat gtataaaaat a 51 

<210> 4976 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43946376 
<400> 4976 

attcaccagg atacgactgt tggacaagct gctggagatg gacctgctac c 51 

<210> 4977 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946376 
<400> 4977 

ccctcagcag cctccccacc acaaggcaag tgatctcaat gtccccaaac c 51 

<210> 4978 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> mi sc_£ mature 
<222> (0) . . . (0) 

<223> Accession number cg4394*6376 
<400> 4978 

aatgtataaa cattctctga aaccacagca gccataaaca gtgctggtca a 51 
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<210> 4979 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (2€) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43083566 
<400> 4979 

taacagacaa attggctttt atcccctttg ataccaatat atgtgtatac a 51 

<210> 4980 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971133 
<400> 4980 

ttgttatata gtgctgactt tttttttttg aaattaaaca gat-tggtaac c 51 



<210> 4981 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43971133 
<400> 4981 

ccccacgcgg aaggcaactg cctgaaaggc gcggcgt.cgc accgcccaga g 51 



<210> 4982 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) <0) 

<223> Accession number cg43971133 
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<400> 4982 

gccggctgcc cgcccagttg ttacttaggt gcgctagcct gcggagcccg t 51 

<210> 4983 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43971133 
<400> 4983 

ccgtccgtgc tgttctgcgg caaggctttc ccagtgtccc cacgcggaag 50 

<210> 4984 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43257585 
<400> 4984 

ccgcccaccc tgcgcgctcc tccgcgcggg gaagaacctg cgcggcagga c 51 

<210> 4985 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_fjeature 
<222> (0) . . . (0) 

<223> Accession number cg43934153 
<400> 4985 

atgtccagga agaaaaaaga ttacaggctg ctcgcagtaa gtacgagctt t 51 

<210> 4986 
<211> 50 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> <2€) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



PCT/tfSOO/35498 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg4391€«71 



<400> 4986 



50 



<210> 4987 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg42890336 



<400> 4987 

ataataaatg caattataaa 



ctatataaaa gagggtgcag aggagggaat g 



51 



<210> 4988 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc__ 
<222> (0) . . . (0) 

<223> Accession number cg43980619 



<400> 4988 

ttcattccgt ctgttaaggg 



50 



<210> 4989 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

c221> allele 

<222> (26) • . . (0) 

<223> s dingle nucleotide 



m 
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<221> misc_feature 
<222> <0) . . • <0) 

<223> Accession number cg43942219 



<400> 4989 

gcgagcgcga cgcacggctg gccagtgacc ctgcttcagc ccgacctcaa a 

<210> 4990 
<211>" 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg43942219 



<400> 4990 

gaatccactg gcgaaagatg cctttttagg aagcagagct ccctgactgg g 

<210> 4991 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> miscjfeature 
<222> (0) . . . (0) 

<223> Accession number cg43942219 
<400> 4991 

actggcgaaa gatgcctttc taggaggcag agctccctga ctgggctaag a 



<210> 4992 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc feature 
<222> (0) . . . (0) 

<223> Accession number cg43942219 



<400> 4992 

gaaagatgcc tttctaggaa gcagactccc tgactgggct aaga-tagttc 

<210> 4993 
<211> 51 
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<212> £>NA 

<213> Homo -sapiens 
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<220> 

<221> allele 
<222> (2€) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942219 
<400> 4993 

aagcagagct ccctgactgg gctaaaatag ttcagattga tctfcaggtca a 51 

<210> 4994 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 942219 
<400> 4994 

tccctgactg ggctaagata gttcaaattg atcttaggtc aatggtaaga c 51 

<210> 4995 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

< 2 2 1 > mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43942219 
<400> 4995 

tttttttttt tttttttttt taaaaggaaa aagtgtttat tataggcaac a 51 

<210> 4996 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0)...{0) 

<223> Accession number cg43942219 
<400> 4996 
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tttttttttt tttttttttt aaaaaaaaaa agtgtttatt ataggcaaca a 53 

<210> 4997 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942219 



<400> 4997 

tttttttttt ttttaaaaag aaaaaagtgt ttattatagg caacaacacc a 

<210> 4998 

<211> 51 

<212> DNA 

<:213> Homo sapiens 



<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0\. . . (0) 

<223> Accession number cg43957889 
<400> 4998 

gatatgggaa gcttctgtga gtgcatagga tgggggctgg agtcattgtt a 

<210> 4999 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957889 
<400> 4999 

attacaggtg tgoaocacca cgcctaacta attttgtatt tttagtagag a 



<210> 5000 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 



<221> misc feature 
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<222> US) . . . (26) 

<223> Nucleotide -deleted ^between bases 25 and 2<6 
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<221> mi-sc_j£eatu3re 
<222> (0) . . . (0) 

<223> Accession number cg43957889 
<400> 5000 

aggcgcagag tattgggttt ggctgoctcg atttaaagag acagaag^ctg "50 

<210> 5001 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957781 
<400> 5001 

ctgtttactt cactaaaacc tggagtgagg cagggaaaag gtacatcaat g 51 

<210> 5002 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960639 
<400> 5002 

tgcatcatga aacagaggca gggcctaagc .tgcocaagag gcctgggcac 50 

<210> 5003 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . <0) 

<223> Accession number cg43036790 
<400> 5003 

gaocaagctg fcettgttt'tg cgtacg4x:aa «cactatgctg cttccaatat t 51 
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<210> 5004 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43036790 
<400> 5004 

actatgctgc ttccaatatt cctagtcatt ccacaggtaa tgatttttca a 

<210> 5005 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 5005 

acctccccag acaggcattc cgagtcggag gcgggagcac gtaccgcagg c 

<210> 5006 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 5006 

gagcacgtac cgcaggcgga gctagcgagg tctagatgga gggagggtcc a 

<210> 5007 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_£eature 
<222> (25) . . . <26) 
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<223> Nucleotide 
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deleted between bases ^25 and &6 



<221> misc_j£eature 
<222> (0) . . . <0) 

<223> Accession number cg4 3 950821 



<400> 5007 

agagcgcgct cataaaggca 

<210> 5008 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439S0821 



<400> 5008 

cgcgctcata aaggcagctg aggggcacct 

<210> 5009 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



SO 



50 



<221> misc_ 
<222> (0) . . . (0) 

<223> Accession number cg43325007 



<400> 5009 

aatcagtgtt tttacttcag 

<210> 5010 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43116€51 
<400> 5010 



51 
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<210> 5011 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£ eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43956410 
<400> 5011 

tcctttcagt tgctgggagc ggtgagccca gccctttccc cttcctccca 50 

<210> 5012 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956410 
<400> 5012 

ggggcctggc aggggtggag tgatggatct aagggtccct ggagaagggt 50 

<210> 5013 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956410 
<400> 5013 

gaggtctcag ggcaaaggga aaggtttttg gatgaagact gaggcagtgc c 51 

<210> 5014 

<211> SO 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> . . .<0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439S6410 
<400> 5014 

gaaaggtgtt tggatgaaga otgagcag^g octacctccc tccacafcctg -50 

<210> 5015 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (2*) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928772 
<400> 5015 

tccagaaact atcttagatg aaataattga agaattcagt taaatat-tta t 51 

<210> 5016 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928772 
<400> 5016 

tccaaagggc agaacttgag ccaagggata aatataagca accaatgggc t . 51 

<210> 5017 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (56) 

<223> Nucleotide deleted between bases 25 and 2€ 
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<221> mis c_feature 
<222> (0)...{0) 

<223> Accession number cg43928772 
<400> 5017 

gtcttaaata agttgcattt tcatgcaagc cctccactgc cagcaatgga 50 

<210> 5018 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43327495 
<400> 5018 

tcaagaagag gaagaaaagg ctctgcttat accataaaaa tcaagtactc 50 



<210> 5019 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43327495 
<400> 5019 

caagaagagg aagaaaaggc tctgcttata ccataaaaat caagtactca 50 

<210> 5020 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43327495 



<4O0> 5020 
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51 



<210> 5021 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942004 
<400> 5021 

ccgtggtcag agtgccactg cgggactctg tatggtcagg atgtaggggt SO 

<210> 5022 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43942004 
<400> 5022 

agtgtctccc cgtgtcctct ccctgtcaag tctcagaaga ggttgggctt c 51 

<210> 5023 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942004 
<400> 5023 

tccctcaccc ccatggcccc aggccacagc gtgggaactc actttccctt 50 

<210> 5024 
<211> SI 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 



PCT/US00/35498 



<221> misc_feature 
<222> <0) . . . (0) 

<223> Accession number cg43942004 
<400> 5024 

cacccacctc accaaaacga tgaagttatg ctgtcatggt cctttctgga a 

<210> 5025 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43976960 



<400> 5025 

gctctccttt gcttgtcctc tttgcttcgg taatatgtat aaacttacat 

<210> 5026 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976960 



<400> 5026 

gttttagttt tgataataaa ttcttggaac tttaaaaaga tctagfcctgt 

<210> 5027 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> {26) . . . (0) 
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<22l> mi«c_feature 
<222> tO) . . .<0) 

<223> Accession number cg43976960 
<400> S027 

gataataaat tctttggaac tttaataaga fcctagtctgt tacaocafctfc a 51 

<210> 5028 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976960 
<400> 5028 

acattattta tttttcattg tgagatacta aaaactgtta atcagaotac a SI 

<210> 5029 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976960 
<400> 5029 

aaatttaaaa ctggcctggt ttgccttttt ttatcaagag agcttaacag a 5: 

<210> 5030 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976960 
<400> 5030 

aaaactggcc tggtttgcct ttttttatca agagagctta acagataaaa a 5 

<210> 5031 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 979124 



<400> 5031 

caagttgctg ttacaatact gagaaatttc atgaaaacgg tatttaacaa t 

<210> 5032 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979124 
<400> 5032 

aatacagtaa attccaggtg ccaccgagct tcagagacca caagtttcaa a 



<210> 5033 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43997460 
<400> 5033 

aggccgaaag aatctcttgc tgctgaaaga acagatttta tatttcttcc 



<210> 5034 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 
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■ 

<221> mi-sc_£eatuar-e 
<222> (0) . . . <0) 

<223> Accession number cg43 997460 
<400> 5034 

gacattgtac tcagtgggcc ttgggoctag cocagctctg agcagaggac 50 

<210> 5035 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43933543 
<400> 5035 

taagggttgg gtctcctgat gaactataac fcacocagtaa gctct-fcctect t 51 

<210> 5036 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43933543 
<400> 5036 

tttttttttt tttttttttt ttacatatct gcagcagatt tttattagat g 51 

<210> 5037 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948067 
<400> 5037 

tcttctgttt aagttagatc acttcttttc t-caggtaatg actttatttt t SI 

<210> 5038 
<211> 51 
<212> DNA 

<213> Homo sapiens 



1436 

NSDOC1D: <WO 0147944A2J_> 



WO 01/47944 PCT/US00/35498 

<220> 

<221> allele 
<222> {26) - . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948067 
<400> 5038 

cttctgttta agttagatca cttcaattct caggtaatga ctttattttt t 51 

<210> 5039 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948067 
<400> 5039 

ttctgtttaa gttagatcac ttcatatctc aggtaatgac tttatttttt t 51 

<210> 5040 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg439480€7 
<400> 5040 

tctgtttaag ttagatcact tcattactca ggtaatgact ttattttttt c 51 

<210> 5041 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

* 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439480€7 
<400> 5041 

ggtttatagc atagtaaggt attttgcaca aaatatattt taaaactaca c 51 
<210> 5042 
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<211> SO 
<2X2> DNA 

<213> Homo sc^a ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (2S) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948067 
<400> 5042 

ccttaaggag actgaatatc aatacagttt ccaaggagtt cttgttgaat SO 

<210> 5043 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
c222> (0) . . . (0) 

<223> Accession number cg43948067 
<400> 5043 

ttatcaaaaa aaaaaaaaaa aaaaactacc caaaatatag ttgtattttt 50 

<210> 5044 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_-f eature 
<222> (0) . . . (0) 

<223> Accession number cg43948067 
<400> 5044 

tttattaaca aaagttttcc ttaatccaca tttcaacttt attaaatagt c 51 

<210> 5045 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<22l> allele 
<222> {26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_f«ature 
<222> (0) . . . (0) 

<223> Accession number cg43260407 



<400> 5045 

tgctgctgtt tacacaagtc cagacactgc cagggcctgt tgggatcagc t 

<210> 5046 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43260407 



<400> 5046 

ggcctgttgg gatcagctca gtctgtgact aaaacagctg gatcatcgac t 

<210> 5047 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967668 



<400> 5047 

ggtaggcccc ccagagctcc atgctggtgc gcgggcgggg gctgctgctg c 

<210> 5048 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> <26) . . - <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967668 



<400> 5048 

gtaggcoocc cagagctcca tgotoctgcg cgggcggggg ctgctgctgc c 

<210> 5049 
<211> 50 
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<-212> DNA 

<213> Homo -sapiens 



<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439€76<68 
<400> 5049 

gcgggtctgg gtccgaacgc agtgacagcc acggcccagg ctgcacgtct 

<210> 5050 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43297716 
<400> 5050 

ggctggctgc attcccccag gatggcttcg agaaagacaa acttgtctgg 

<210> 5051 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (6) 

<223> Accession number cg43297716 



<400> 5051 

agcacatggc cttgggtgac aaattcctct ttgatgaatg taccctgtgg g 

<210> 5052 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
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<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> <25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg432977l6 

<400> 5052 

gggggcctgt ccaagggtgg ctgggcccag ggcatcgcta aacccaaatg 50 

<210> 5053 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22X> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43269003 
<400> 5053 

caaaaggata aaaatgtgaa cgaagttaac attctgactt gataaagctt 50 

<210> 5054 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924804 
<400> 5054 

gcgcaggagg aggaggaggc cgtggcgacg gcgatggcga cggggacgcg 50 

<210> 5055 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

1441 
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PCT/lteM>/354?8 



<221> mi-sc_jf e at ure 
<222> (0) . . . (0) 

<223> Accession number cg43982339 
<400> 5055 

acagtggcaa aaatgaaaaa aaaaaataaa aattataaaa gaggcaaaaa a 51 

<210> 5056 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43982339 
<400> 5056 

acagtggcaa aaatgaaaaa aaaaaataaa aattataaaa gaggcaaaaa a 51 

<210> 5057 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . CO) 

<223> Accession number cg43982339 
<400> 5057 

aaaaaaagac acactattct ctgccctcta aaacacaatt aaataaaaga a 51 

<210> 5058 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982339 
<400> 5058 

aacatctccc atctctctgg atttcctttt gcttcattat fccctgetaac c 51 

<210> 5059 
<211> 50 
<212> DNA 

<213> Homo sap i ens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25)... (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43995374 
<400> 5059 

aagatacgag atcccgctgc cttggaattc tgttatcaga aagatagtga 

<210> 5060 

<211> 47 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (22) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43995374 
<400> 5060 

aggaatagaa aattttttgt agtatggaag ttgtaaagct gtgtttt 



<210> 5061 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995374 



<400> 5061 

ccccagccat gcctctcccc accacaagca ccccgcctga ccctagtgtc c 

<210> 5062 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (O) 

<223> Accession number cg43995374 
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<400> 5062 

oocagocatg octotocoea ccacaagcac cocgcefcgac octagtgtcc a 51 

<210> 5063 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 995374 
<400> 5063 

cccagccatg cctctcccca ccacaagcac cccgoctgac cctagtgfccc a 51 

<210> 5064 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) (0) 

<223> single nucleotide polymorphism 

,<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43995374 
<400> 5064 

cccagccatg cctctcccca ccacaagcac cccgcctgac cctagfcgfccc a 51 

<210> 5065 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43995374 
<400> 5065 

aggaagaaat ggaaatatct gtgcagggoc caagcccggc ctggtgcggg a 51 

<210> 5066 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) 40) 

<223> single nucleotide polymorphism 
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<221> misc_f eat tire 
<222> (0) - . . <0) 

<223> Accession number cg44005345 
<400> 5066 

cagctgaaat ttgtttcata gctgtcggtc acccagttct agccaaccag g 51 

<210> 5067 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> miscJEeature 
<222> (25) . . . "(26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg44005345 
<400> 5067 

ggtcacactc atctggtagt gcatgcgacg cgctcccggt gctgaaagtc 50 

<210> 5068 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . .(0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005345 
<400> 5068 

cagccttcca ggtcctcaac tcccgtggac gctgaacaat ggcctccatg g 51 

<210> 5069 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43988395 
<4O0> 5-069 

tgcagcaagt gcccagcaga gctgccgcgc tatctggcat ttctgcgagg g 51 
<210> 5070 
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<211> SO 
<212> -DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between baBes 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg44912062 
<400> .5070 

ggaccgctgt ggacctcggg acotgacgcc gtcotggctg cgcaggaggg "50 

<210> 5071 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphi-sm 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44912062 
<400> 5071 

acgccgtcct ggctgcgcag gagggccgct ggcatggact aagaaatcct SO 

<210> 5072 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

■ 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963123 
<400> 5072 

gccaggtgcc tgcatctcac tggtgtggcc gtggcacctg agggagccca c 51 

<210> 5073 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . <0) 

<223> Accession number cg43 963123 
<400> 5073 

tccttttttt tttttttttt tttttgtttt aagaacaaaa gctttactcg t 51 

<210> 5074 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43963123 
<400> 5074 

tttttttttt tttttttttt tttttgtaag aacaaaagct ttactcgtgc t 51 

<210> 5075 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963123 
<400> 5075 

ccctccatgg aaggcaccag gcgggcaggt gggtctgctg ggatgggcag g 51 

<210> 5076 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> <0) . . . (0) 

<223> Accession number cg43963123 
<400> 5076 
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•cggcgtcocc ^cacaaagoot gocagctgag coctstgcaat ggccgtggct 

<210> 5077 
<211> SO 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963123 
<400> 5077 

ctgggtcggg gggaggggca ctgcgocctg gccatcagcc tggctgtott SO 

<210> 5078 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature' 
<222> (0) . . . (0) 

<223> Accession number cg43988007 
<400> 5078 

aggtagtttt tagtggtttg gggttgtgtg tgtgtgcatg cctgtgcttt t 51 

<210> 5079 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988007 
<400> 5079 

aaattgagtc catcagctgt aaataaattt tatatfctggc -tcaagtggct 50 

<210> 5080 
<211> SO 
<212> DNA 



PCT/WS00/J5498 

^0 
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<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> {25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg43934831 
<400> 5080 

ctcagtagcc tggggttggt gcagacgtcc agagaggcaa gggcataaag 

<210> 5081 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43934831 
<400> 5081 

gcaaaacaat ttctcagcca ggaggtccac ctcccatttc cttgtagaca 

<210> 5082 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43972159 
<400> S082 

tgcttgccct taccccagca acgcgcgcgg ccagaaccag aatgcaataa 

<210> 5083 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4104S0€3 
<400> 5083 

gggtgggagt gtggtggggg gtagtttgtg gcaggacaag agaaggcatt g 

<210> 5084 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43943283 
<400> 5084 

aattgagagc gttttcgcac tccagcggct gctcctggcg gctctgcggc c 

<210> 5085 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966995 
<400> 5085 

tttttttttt tttttttttt ttttttccat ttcactgatt ttttattagg g 

<210> 5086 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s c_feat ur e 
<222> (0) . . . (0) 

<223> Accession number <jg43999S64 
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<4O0> 5086 

aagcfcgaaaa tcacaggctg atagctccat tttaattaat attctactat 50 

<210> 5087 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43999564 
<400> 5087 

tttaattaat attctactat tcactctttt tttggttttt aaagatggtt t 51 

<210> 5088 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43999564 
<400> 5088 

ttaatattct actattcact tttttattgg tttttaaaga tggttttata t 51 

<210> 5089 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43926487 
<400> 5089 

ctcttttttt tttttttttt tttttccacg gaaacagccg tttttattcc a 51 

<210> 5090 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> mrscj^eature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4395&634 
<400> 5090 

tagatacagg caccgagcgt cgaggcacag cagcaggccg gocotgttcc 

<210> 5091 
<21X> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958634 
<400> 5091 

gaagaagggt ggttgagctc ctggctccgg atctgcagcc actgatggcc 

<210> 5092 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958634 
<400> 5092 

atataaaaca tagaataaac cgcagaagaa atattggtct ggaatfccctt 

<210> 5093 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> <0) . . . (0) 

<223> Aooession number cg43958634 
<400> 5093 

tatctccccc cacactgggg caggcagcgg aataagctcc agcgfctcatg c 

<210> 5094 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 958634 
<400> 5094 

gcggaataag ctccagcgtt catgcaccac tcacaggact gcttaccccc a 

<210> 5095 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43983699 
<400> 5095 

tttactgtta caatgtgcag ccgcccagat ggtatcctcc tatggaaaaa a 

<210> 5096 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . <0) 

<223> Accession number cg43983699 
<400> 5096 

ttgctagagg gaaggagctc ctggcgtaca ttctacttgg atagaagaga a 

<210> 5097 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 
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<22l> allele 

<222> <Z€) . . . (O) 

<223> single nucleotide polymorphism 

<22l> misc_fea*ture 
<222> (0) . . . (0) 

<223> Accession number cg43983"699 
<400> 5097 

tttttttttt tttttttttt tttttgttgc tttcatcttt ttattgatag c 51 

<210> 5098 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 5098 

acacttagaa atcaaaccca cgtcaacctt gagagcagac ggccgttagc a SI 

<210> 5099 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 5099 

ttagaaatca aacccacgtc atcctgagag cagacggccg ttagcaaagg 5< 

<210> 5100 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphi-sm 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 5100 
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tttatcatta aagtgccaga atggcccttt aatgaaaaca aaaaacaaag a 53 



<210> 5101 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 5101 

cgctcgcttc ctcctcctgc gcctgtcccg ccgcccgcag ctgcgccccg 

<210> 5102 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 980312 
<400> 5102 

gacttggacg gctcacagtt taaaagaaaa ttagtggtaa aatagaaaaa g 

<210> 5103 < 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_ feature 
<222> <0) . . . <0) 

<223> Accession number cg43939240 
<400> 5103 

ccttcccctc ocgggagtgg cagagcgggc acaocacagg caggccctca 

<210> 5104 
<211> 50 
<212> DNA 
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<313> Homo -sapiens 

<220> 

<221> allele 
<222> (2€) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between' bases 25 and 26 

<221> misc_feature 
<222> (0) ... (0) 

<223> Accession number cg43939240 
<400> 5104 

tctcttggcc cctcccattc ccagagctca agagcccttt agggcagggc 50 

<210> 5105 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi sc_f eature 
* <222> (0) . . . (0) 

<223> Accession number cg43939240 

<400> 5105 

ctcttggccc ctcccattcc cagagctcaa gagcccttta gggcagggca 50 

<210> 5106 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941552 
<400> 5106 

acagggtcag tggaagcccc aacggaaagg aaacgcccog ggcaaagggt 5C 

<210> 5107 

<211> 51 

<212> DNA 

x213> Homo sapiens 
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<22<0> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941552 
<400> 5107 

gaggatggga gtgggcagag gtggcaooca ggggcccggg aactcctgcc a 51 

<210> 5108 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42917153 
<400> 5108 

occctttcta tcctaaacac atccaaaaaa aatgtgctta tcactgtgct c 51 

<210> 5109 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43252708 
<400> 5109 

gggttggctt ctgtccactt gctgatcaac ttgttttcct tttcacagtg g 51 

<210> 5110 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43252708 
<400> 5110 

cttctgtcca cttgctgagc aacttttttt ccttttcaca gtggatatga c 51 
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<210> -5111 

<211> SI 

<212> TDNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0)...(0) 

<223> Accession number cg43l43"591 
<400> 5111 

ttatttttat ttacaacaga attgggggct ttattcctcc atctfctaggg a 51 

<210> 5112 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925214 



<400> 5112 

cctctgcact cgggcggatc gttaaattcc ccaagttaca actgagttgc t 51 

<210> 5113 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925214 
<400> 5113 

tttttttttt tttttttttt tttttttgga aaacaacacc ttatttattc a 51 



<210> 5114 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number <cg4392SS19 
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<400> 5114 

ttcgcagttt ctgaatagta gaaacaaaaa cacattttta aatctttcta t 

<210> 5115 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> <26) . . . <0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . , . {0) 

<223> Accession number cg43925519 
<400> 5115 

cagtttctga atagtagaaa caaaaacaca tttttaaatc tttctatcaa t 



<210> 5116 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43925519 



<400> 5116 

tgctccaagt ctgggcatcg tgacactgcc gtgatgccca gaagaaagtt a 

<210> 5117 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (O) 

<223> Accession number cg43941550 



<400> 5117 

tccccaagct cccatttctc cagggcttgt ccctgcggtg tgggcagaag c 

<210> 5118 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_£eatuare 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number »cg43941550 
<400> 5118 

aagctcccat ttotccaggg tttgtoctgc ggtgtgggca gaagcagofct SO 

<210> 5119 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439415S0 
<400> 5119 

gctoccattt ctccagggtt tgtcctgcgg tgtgggcaga agcagcttct SO 

<210> 5120 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 9415S0 
<400> 5120 

tcccgttggg gcttccactg acccttctca ccggaggcgt octagatgta g 51 

<210> 5121 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_j£e a ture 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
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<221> misc_j£eature 
<222> <0) . . . (0) 

<223> Accession number cg43941550 
<400> 5121 

gcttccactg accctgctca ccggagcgtc ctagatgtag tagagcggca . 50 

<210> 5122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mi s cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43941550 
<400> 5122 

cttccactga ccctgctcac cggagcgtcc tagatgtagt agagcggcac 50 

<210> 5123 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43950149 
<400> 5123 

atatcttggc tgtattattt cctactgtga gaaaagagac ttagtatatg g 51 

<210> 5124 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> <0) . . . (0) 

<223> Accession number cg44925165 
<400> 5124 

tgccaacacc aagctctgag ttaactgtgc tttcttctcc tggccctgac a 51 

<210> 5125 
<211> 51 
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<213> Homo sapiens 
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<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£ eature 
<222> (0) . . . (0) 

<223> Accession number cg42903839 
<400> 5125 

gtaaagtgaa tgtctagtat cttctgttga gagtactact attaafctaag c 51 

<210> 5126 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi sc_£ eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917034 
<400> 5126 

gaacactggc agtagagtgg aggggcgaag ccacatcatc aaggtgaggg 50 

<210> 5127 

<211> 50 

<212> DNA 

<213> Homo sapiens 

• 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43917034 
<400> 5127 

ttgagtgctt tctaggtgcc aggcaaaagc caggcactgt taatacaaaa 50 

<210> 5128 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
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<222> (26) . . . (O) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42646578 
<400> 5128 

taatcacatg taataaaaac aaatgattaa aatacaaaaa tgtaatgtat t 51 

<210> 5129 

<211> 50 

<212> DMA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

* 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968421 
<400> 5129 

tcccccgcgg agctgacttc agcagccaca gctgtggggc ttcagcagcc 50 



<210> 5130 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43327570 

« 

<400> 5130 

tactccttca gagcactgct gaaaacggat caaacgtgga gatcccccag a 51 

<210> 5131 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (16)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . .<Q) 

<223> Accession number cg43920704 
<400> 5131 

tttttttttt ttttttcaaa ttatagcatt tttattttcc a 41 
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<51t)> S132 

<211> 51 

<212> DNA 

<213> Homo -sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 92S352 
<400> 5132 

ggccaagtag cttttattct ggctggcaga ctgtactttt tgtacttetaa c 51 

<210> 5133 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 925352 
<400> 5133 

tggttaactt ctccaaaata gtgtcaggaa ggagttttct tttcttctgt t 51 

<210> 5134 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43925352 
<400> 5134 

cgcactcgcc gctcctcttc tctcgtccgc ctgggcgctg gcgaaagfcca 50 

<210> 5135 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 
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<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) • . . <0) 

<223> Accession number cg43 925352 
<400> 5135 

cctgggcgct ggcgaaagtc agctcctccg gggcctcatc gtcaaactca t 51 

<210> 5136 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981803 
<400> 5136 

tttttttttt tttacaacaa gccaaaacat atgctttatg gttctgtttc a 51 

<210> 5137 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43981803 
<400> 5137 

tttttttttt tacaacaagc caacaaatat gctttatggt tctgtttcaa a 51 

<210> 5138 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . <26) 

<223> Nucleotide deleted between bases 25 and 26 



<221> 
<222> 
<223> 



mi-sc_£eature 
(0) . . . (0) 

Accession number cg439567S4 



<400> 5138 

ttctattctg aaaaacaaat tttttgaagg tcaagttttt caatggcaca 



SO 
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<210> 5139 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974514 
<400> 5139 

ttctaccagg gtccaggact aaggcatttt tctccatagc cfccaacatett t 51 

<210> 5140 

<211> 50 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2^ 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43988005 
<400> 5140 

tggggtcacc tggcttcctg ggggaccgca aggaggggca gggagcagca 50 

<210> 5141 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935925 
<400> 5141 

gcgtccatgg cggcgcgagc tgcagccaga gctcacggtc bcctcgggcc SO 

<210> 5142 
<211> 51 
<212> DNA 

<213> Homo sapiens 
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<:220> 

<221> allele 
<222> (2€) . . . <0) 

<223> single nucleotide polymorphism 

<221> mi s c_f eatur e 
<222> (0) . . . <0) 

<223> Accession number cg43935925 
<400> 5142 

agagtctaaa ttcagcccaa gaaatgagga tcaagaaggg gtaaaaagcc g 51 

<210> 5143 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43935925 
<400> 5143 

tcactgaaca cctgcccaag tgtgacggct tccatgcagg agacccaagt g 51 

<210> 5144 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925764 
<400> 5144 

aatatcaaga ccaatctaga cttttgtgtc tcttacatgt gaaatggatg t 51 

<210> 5145 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43925766 
<400> 5145 

aaaattctgg ttaaaagctt cctaatgggt aacagaccat gggagagata t 51 
<210> 5146 
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<211> SO 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (O) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (2€) 

<223> Nucleotide deleted between bases 2S and 26 

<22l> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg42750616 

■ 

<400> 5146 

gccaccaatg gctttgggca taatgccctc otccataagg trccctacctg 50 

<210> 5147 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971745 
<400> 5147 

cagacaggaa gagaccaccc ccccccaaaa aaagagccct gaagaocfcct g 51 

<210> 5148 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43 971745 
<400> 5148 

cagacaggaa gagaccaccc ccccccaaaa aaagagccct gaagaoctct g SI 

<210> 5149 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
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<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> iO) . . . <0) 

<223> Accession number cg43971745 
<400> 5149 

caggcaggag gcagtgggct ggcagcaccc tgggcacaga agagcagacg 50 



<210> 5150 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971745 
<400> 5150 

aggcaggagg cagtgggctg gcagcaccct gggcacagaa gagcagacgc 50 

<2X0> 5151 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc^feature 
<222> (0) . . . (0) 

<223> Accession number cg43971745 
<400> 5151 

tggtcttggg gggttgtccc cctccctctg gccttggaag actcttccct t 51 



<210> 5152 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . {O) 

<223> Accession number cg44924968 



<400> 5152 
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tttttttttt tttttttttt ttttttgaaa acaaaataaa tttatt-cgtc «c 51 



<210> S153 

<211> SI 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

.<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . <0) 

<223> Accession number cg44924968 
<400> 5153 

tttttttttt tttttttttt ttttgtaaaa -caaaataaat ttattcgtcc t 51 

<210> 5154 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mi s c_£ea ture 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_£eature 
<222> (0) . . . (0) 

<223> Accession number cg43280516 
<400> 5154 

cttctgggac ctgccggcct cccggccagc tgccccaccc ctgcccatgc 50 

<210> 5155 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43280S16 
<400> 5155 

tgtcctgcac ggctctgctg ctcggcccac agcgccgtcc catcacaagc SO 

<210> 51S6 
<211> 43 
<212> DNA 
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<220> 

<221> allele 
<222> (18) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43129980 
<400> 5156 

tttttttttt ttttttttcc tttctgaaga aaaaactttt tat 43 

<210> 5157 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43950632 
<400> 5157 

tttatgttat atgtttacaa gcctgaaccc cgcgcctctt cctgcggacg c 51 

<210> 5158 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43 950632 
<400> 5158 

ttatgttata tgtttacaag cctgcccccc gcgcctcttc ctgcggacgc g 51 

<210> 5159 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4395<*632 
<400> 5159 

tatgttatat gtttacaagc ctgcaacccg cgcctcttcc tgcggacgcg g 51 



1471 



SDOC1D: <WO. 



01 47944 A2_l_> 



WO 01/47944 PCT/WSOO/35498 

<210> 5X50 

<211> SO 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) (26) 

<223> Nucleotide deleted between bases 2S and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43984244 
<400> 5160 

agtggggatg agtggcattt gctggatatg ggtgtaaagt tgataaggtc SO 

<210> 5161 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 984244 
<400> 5161 

gctctaaagc agtcagtgta catttagagt gaagaggggc attgcagggt 50 

<210> 5162 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0)...(0) 

<223> Accession number cg43984244 
<400> S162 

agtgtacatt ttagagtgaa gagggcattg cagggtgcta gfccctcfctaa SO 
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<210> 5163 
<211> SO 
<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 

<222> <26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43984244 
<400> 5163 

ttagagtgaa gaggggcatt gcaggtgcta gtcctcttaa gctctgaccg 50 

<210> 5164 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 
. <223> Accession number cg43984244 



<400>5164 

actgaggcac catataaagg gttcccggag tctctaaaga gctggagcta c 51 

<210> 5165 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg4 3 993152 
<400> 5165 

aactcctaac ctcaagtgat ccgtctgcct tggcctccca aagtgctggg a 51 



<210> 5166 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<220> 

<22i> allele 

<222> (26)... <0) 

<223> single nucleoti<ie polymorphism 
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<221> mi sc_£eat ure 
<222> (2S) . . . (26) 

<223> Nucleotide deleted between bases 25 and 2-6 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993152 
<400> 5166 

acctcaagtg atccgtccgc cttggctccc aaagtgctgg gattacaggc 50 

<210> 5167 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43018426 
<400> 5167 

tgtaaaaacc aatcacctgc acacaaaatt atgtgaaatt agtttatata 50 

<210> 5168 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 5168 

atctcatttt ctaatcatgt gctttagaca tttaatacta tttcaattat 50 

<210> 5169 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



1474 



INSDOCtD: <WO 



0147944A2_I_> 



WO 01/47944 PCT/USO0/35498 
<221> mi s c_f eature 
<222> (0)...(0) 

<223> Accession number cg43951338 
<400> 5169 

tgctttgaga catttaatac tattttaatt atgcagagga aataatataa t 51 

<210> 5170 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 5170 

gttccctctc ttcaaacagc tggagtgtac acagatggaa aaacatttgg 50 

<210> 5171 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222S (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 5171 

aaacagctgg agctgtacac agatgaaaaa catttggtca gaaagcagca 50 

<210> 5172 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (25)...*2€) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 
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<222> (0)...(0) 

x223> Accession number t5g439S43l7 
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<400> 5172 

tttcctttct gatgatttta aacfcotaaag aacaggaaag cafe-ctggtaa 50 

<210> 5173 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42669492 
<400> 5173 

tgaaaaacat ttcaaaaccc tctaataagt atttaatgaa aataaattta t 51 

<210> 5174 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5174 

ctggctcagc ccccgcagac ctgcctaccc ctttctcgcc acccctgacg g 5i 

<210> 5175 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

c223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5175 

ctcccccagg cctgctgggc acacccfcatg ccatctccct ct<:caacttc a 51 

<210> 5176 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 



1476 



01 47944 A2 I _> 



WO 01/47944 PCT/lTSOO/35498 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5176 

tctccaactt catcggcctc aagcccgtgc ccttcctggc tctaccacct g 51 

<210> 5177 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22i> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5177 

catcggcctc aagcctgtgc ccttcttggc tctaccacct gcttccccag g 51 

<210> 5178 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5178 

cctcaagcct gtgcccttcc tggctttacc acctgcttcc ccagggccac c 51 

<210> 5179 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5179 

ctctaocaoc tgctfcccoca gggccgccgc cgggcttggc ggcctacact g 51 

<210> 5180 
<211> 51 
<212> DNA 
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<213> Homo -sapiens. 



<220> 

<22l> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439€8495 



<400> 5180 

tggcagcggc caatgggagc aagaaggctg aacggcagaa attofccccoc t 

<210> 5181 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_ feature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5181 

cagaaattct ccccctactg aggccagctg aggtacaggc aggggcaggc a 

<210> 5182 
<211> 50 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43968495 



<400> 5182 

tgtcaggggg caccccaaag aggggcactg ccaggtagct gggggagtgg 

<210> 5183 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26)... <0) 

<223> single nucleotide polymorphism 



<221> mi s c_£e ature 
<222> (2S) . . . <26) 
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<22l> misc_feafcure 

<222> (0) . . . (0) 

<223> Accession number cg43968495 
<400> 5183 

caggtagctg ggggagtggc atgggcaggg gcccagttct cagcagcaga 50 

<210> 5184 

<211> 51 

<212> DNA 

<2l'3> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973490 
<400> 5184 

tccaatagga gtatactctt taatacaact gtatttgaat aagaattcca t 51 

<210> 5185 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc__feature 
<222> (0) . . . (0) 

<223> Accession number cg43973490 
<400> .5185 

atcttcagtg attccttggc cttcgctgca gctccgaggc ggtttcctcg 50 

<210> 5186 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> mis cofeature 
<222> (0) . . .<0) 

<223> Accession number cg43979776 
<400> 5186 

cccggtgctg cctgctcbca ^tccagcttct -tggaagaaat tttattctgt t 51 
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<210> "5187 
<211> SI 
<212> JDNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979776 
<400> 5187 

ccagtttctt ggaagaaatt ttattttgtt tctr:gttttc ggcaccafcgg a 51 

<210> 5188 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979776 
<400> 5188 

tcttggaaga aattttattc tgtttatcgt tttcggcacc atggaagaaa t 51 

<210> 5189 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22i> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43979776 
<400> 5189 

gaagaaattt tattctgttt ctcgtcttcg gcaccatgga agaaafcgcag a 51 

<210> 5190 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg4397977« 
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<400> 5190 

ccatggaaga aatgcagaac aaagctgtgg ttttctttgt gttttactca t 51 

<210> 5191 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979776 
<400> 5191 

* 

aagccgtggt tttctttgtg ttttattcat ggagcgcaat tgaaattttc a 51 

<210> 5192 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979776 
<400> 5192 

gccgtggttt tctttgtgtt ttacttatgg agcgcaattg aaattttcag g 51 

<210> 5193 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... {0) 

<223> single nucleotide polymorphism 

<221> mis cofeature 
<222> (0) . . . (0) 

<223> Accession number cg43979776 
<400> 5193 

ttttctttgt gttttactca tggagtgcaa ttgaaatttt caggtaccct t 51 

<210> 5194 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

1481 



iSDOCID: <WO 



01 47944 A2 I > 



